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FEE -y W — ok 40 5 B0 1 e SRR TR G 11 g D T A 288 L SR T T AR Al vk R AT AR B TR W BGTE L JR SE T ITS
M B -tubulin F T F7 51 53 B , [6] BF 25 5 B 245 % 0P i W HEAT 450 . S5 R R WL Bk ZY5 & % 15 1 S0k, #0051
T - BEAR (05 TR 75 T UK 048 €0 28 0 €05 JRESEL L 20 e 7 L 8~ 17 i X 10~ 12 pums 532 AL F K B A L 6
B JBE L R /IN 2.0~3.0 pm X 1.0~1.5 pm, T B-rubulin FeH FHHE R K BT, 550 5 WER T (Epicoc-
cum sorghinum) R K —3%, LFRFRN 98% ., MIBESFHESWENRELEW MR B EE 2Y5 £ 8 &
SEMNER TR . oy S M IR TR T LA 5 | v S AR JES 0 g [ N A0 1 WG

SRBRAR < s MUB R 5 v SR BT BR IR 5 0 DR S
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VERSE mDRE IRBLAE 02 4 A 1 7S K A AT
AR FITRA S X, AR 7 5 000 207 7,
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B AL T AR A B R o BRI T S G A
PR T L AN B 2R U R A A 0 S
ORI ED TR 3026070 . AR AR
o H S R B U WL, [ Y A2 S SR
o SRR 9 3 2 PR RSB EL D Fusarium spp. = |
Pythium spp. "% | Penicillium spp. """ | Bipolari-
ssorokiniana . Alternaria alternata . Macrophomina
phaseolina Rhizoctonia sorghi F1 Phoma sorghina™* ™
FEARAETH. BTN 5 F AT I A 1
li] , J BRAR I s i A 3 3l HL A 08 3 1 o 5 Ty S
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B TR AT TR X — MR AT T RS, U
S0 S e T iR R i R AR S 1 D R 2L
Y B IR 5 LAl
1 #Met5Jik
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il S A . 2% 10 5, BB A Rl
PHEBEAEY) & R 5T BT 4k

MR IR 3L . PDA K595 356,

AR P : 2019 4F DR g V48 25 PR R4 bl X

Y BH:2024-11-27

E&TB BV KA A0 Gk I gt %135 B (201910223055)
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ZY5 ARAEAE B I T\ — 4 B K 5 M Wy B S
1.2 Ak

1.2.1 M4 RGENIE B ARG H 2 S 5
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ifb TR ZYS AT EOR D 2 . 28 AR 12
Bl o 95 Ja Xk & L SR 43 1 L 5000 4 B R AR
Fb B 5 SO P

1o ST B - Pk /NI S0 s g il 22 s 5
FhF 1B K R 3 )5 . e e 70%0 LS 3 min,
EHKGEAR 1 g: 28 /K14 mL)HE 20 min,
TR JC R K Ve 3 3 .

VEACLR IR VR M ZE AR I W - B — 9K TC R Y
DEACEH A KA JE R 85 2 LN, B LN 5 mL JC &
K PR ER 2 33 B B Rl T, 2450 b ) B A U AR
B 1 FE L, A LAk 20 Kr L8R G A 28 °C 15 3%
R 24 h B8 R Bk E O B Y R B T RO BT (9 BE
FEIL AR IR 55 55,48 h J5 HERP 20 B 1

E R 422 o 0 B <o 5% 3R A0 0 & B RCE R
FME ZY5 M F 2P PR AR A 1 h, X B
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KT 28 CHEFFAA 557, 3 d 5 WA L W 1F
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BERD 43 S DB R & I R AR AT
95 TR 43 S Rl AR, 8 15 35 W 5 4 B % DA PR aE AT %
EL o U2 P R A5 A ]
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1.2.2 BRANBEIFERE F PDA BH#E JEAH 10 min, P EEH ST EEZLE TAY

25 CaBmsfEE R 7 d W R Z2Y5 B ol
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FEHC DNA L A8 TR R B AT BRA 7 & LAY
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Bt2b(BBAR Frubulin HEP) % BOW ¥k DNA i
1T PCR P14 , 1 Y0 35 N8 W B8 e L VKA DNA, 97
k2 (50 pl): Tap PCR Master Mix 25 pL, |
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0.0050
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Characterization and phylogeny of fungi

Identification of a Pathogen Causing Root Rot Disease in Sorghum

ZHANG Huan, CAO Shang, FAN Xinyu, ZHANG Meiqi, CHEN Xuemei, ZHAN Xin, GUO Yongxia
(College of Agriculture, Heilongjiang Bayi Agricultural University / National Coarse Cereals Engineering

Research Center, Daqing 163319, China)

Abstract: In order to identify the pathogen species of a separated sorghum root rot, the dipping root inoculation

method was used to verify Koch’s postulates, and the fungus was identified based on the analysis of ITS and

B-tubulin gene sequences, combined with morphological characteristics.

of strain ZY5 was velvety on the front, regular and circular, with a yellow brown color.

The results indicated that the colony

The reverse side of

the colony was dark yellow brown to black. Chlamydospores were either solitary or in chains, and sized 8 —17 pmX

10—12 pm. Conidia were oval-shaped, aseptate, and sized 2. 0 —

3.0 pm X 1. 0—1.5 pm. The phylogenetic

tree constructed based on B-tubulin sequences grouped ZY5 closely with E picoccum sorghinum . with a support

rate of 98%. Based on morphological characteristics and the constructed phylogenetic tree, strain ZY5 was

identified as Epicoccum sorghinum.

sorghinum causing sorghum root rot.

This is the first report domestically and internationally of Epicoccum

Keywords: sorghum; root rot disease; Epicoccum sorghinum ; pathogen identification
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