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R Lk # 9 A

YR % X (21°54' N, 101°15'E) , #E 4k 500~520 m,
YeBEAE 20°LAR AR EARR 21,4 °C L FEREKE
£ 1500 mm A4, HHENEELEE,pHS. 0 £ 4.
1.2 REigit

AR I T 5 AR BN, & PR 3 AT
B, 4/NMXE 5 m, % 4 m, &/NXFrtE 3 282
HEATEE N 1.5 my BB N RIAR 3 bk AL R . B
BRI BERRIE R 0.9 m. /NXFEHLEES], 5 A
T B A AR 5 A Ak B 43 ) R X R AR R ST, B
TR A2 v B 5 K A R AR B S2, K EL AL i Rk A
VB s A AR S3, %F B vl e AL 7R AT A I R
T NE Ak B S4 . Xk B2 il e b A DX it fn At S 5 2 Ak
FE S5, e AL i R sk A7 b B
1.3 MEMB KA
1.3.1 REASRERE LIRS LA
mn CRAEERRAE 1 H A8 H kT, &/ NX I E
9 NEURE L BURETRIE S 0~20 em, 9 ANEURE A Y
THREN 1AL, A 3 AR, REE
) 3 [ AR T B J5 ot 100 B i T LR fE
PERRAIISE . T 2023 4E 3 A A BRI B8 AF
FECZE 0 5 0 B T e R AR B - RN IE H JEAR PR
4. RIS TR EE A /N DX T OAS 14 22 9ol e s AR AR
PrtdfE, &/NXLH9 4 0~20 em I JE AY 1 3T
BB B—AHE A, T TG T 98 34 48 2 30V AR A7, (X
FEJG 26 I SE G2, R BR B R A AR B R A L R
FE W 58 A I 2% 2 A 50 R BOR B I 0 A7 FR 2
AT R T, R I BE A D SR O IE R R AR
B 398, T 2 9ol e AR AR PR - g [A] bR P BB L 7
A /INDK A L T e AR L O B TE AR R e R
A3, [R) A ] TG T 98 B A8 5 B IR A L HRURE S5 3%
] S 56 =, [l A S B AR P B 2 B R A LA ) AR
PR SEAE AR B - ERE & O [R] 9 K 85 b 2 4501 i]
5 RS1.,RS2.RS3.RS4 il RS5, 1% £ b H il R
FHOUERL B AR A PR /AT e Y
1.3.2 EmiE~Fan e M 2021 F7 A2
i I T e ) AR R R R i B T ISR A A5
JINDK T S D L T T SR S B I S AT AR A I
0 SR O .
1.3.3 X3 A4 AW FHME T pH
FHEALE ORI R 2.5:1, vew) I CO,
MK R 2 ; A e 48 R A 1 mol« L' (1)
KCL bk ¥k . 3 F NaOH 3 5 15 XF 1 58 0E i iR 17 43
Br s M A8 et Ca il Mg 2k H NH, Ac 12 42 J5 1%
W43 B i X SR S R AT T
1.3.4 X3EMAEMHERFEIRAZ 16S rDNA L&
SR A AR R BUERHE B A R A F
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K Gk 4 8 5L 20 DNA $2 Ut 7 & (Tian-
Gen) , XFRESL KL 20 DNA JEAT 328, 20 1 18
515F/806R 4553 51 ¥ % 16S rRNARY V4 1] 4% [X
#47 PCR ¥ 34, H B i F] ITS5F/ITS2R 4% 5% 51
P& ITS1 X IRHEFT CR ¥ 88, FH 1% Bl IR i gt
Ji Lk R I DNA [ 4l B Fn ik B2, PCR 7= 9 fifi
2 %6 W B 1) B M A 05 s 2R A7 R TG L et B AR
fifi F 38 1S DNA g4k B 5] £ (TianGen) 11
W), fd A NEB Next® Ultra™ II FS DNA PCR-
free Library Prep Kit(New England Biolabs) #£47
SCHERG g, A8 B U Y SCPE 2233 Qubit il Q PCR
8. UEEW G, 8 NovaSeq6000 #47 PE 250
AL,

1.4 HIESH

- S A A R R AR A REARTE R
M2 2859 (T VA0 H B8 RO 9 3= BERT 10 11
PFh . AE R A (Version 4. 0. 3) il i SVG iR
Bzl Perl AR X 4 B 4 A BT Rl M QIL-
IME2 ( Version 202202) #1 Chaol. Shannon HI
Pielou 1) 3 46 801+ 8 Alpha Z FEE, JF R H
SPSS(Version 25. 0) ¥4 i#E 47 1134 i Alpha £
FEVERGETT o 0T .

K H Excel 2021 B4 X 8048 247 %) 26 #& 91,
fdi | SAS(Version 8. 0) {4 % 4 3% 5% 43 & B Ak
PRI AT A B 3 BT R [ A 0 B b B Y
pH #1555 (Ca . Mg) FIAZ e 48 (AD (1) 22 &
(P<<0. 05), }f#i il Sigmaplot(Version 14. 0) %
R R e R

2 g 500

2.1 AEHKENENEMETIEMEMBELE
I 4H BB 3 W

2.1.1 mEEEgsmAR TS E.HE 1A

AT, FE 20 R 1] 43 28K F by B IE F AR AR bR
(S1~S5) FlJ i b (RS1~ RS5) + 5K [ 3% 15
RN TR HE T 2 A AL R ] (Proteobacteria) | Ji2
FF# 17 (Acidobacteriota) , A 1 4 1] (Unidentified _
Bacteria) . #, #F B [] ( Bacteroidota) | il 2k B
(Actinobacteria, 4 B& ] 43 22 K P B & W 1] 1Y
FEAE AN AP 2 (PEE 1] (Verrucomicrobiota) |
225 ] (Chloroflexi) U4k B ] (Actinobacteriota) |
% 3 ] (Planctomycetota) 4 B [ ] (Myxococcota) ,
Forp R RTT R 1T AR BR ABUF 58 ] R
W RICHAT] . IR R AR PR 14 rh . S1,52, 83,
S4 FIS5 b B F 20 B 1T A S A X S BE 0 Sk
62.41%.61. 21%.,60. 03%6.59. 6824 Fl 59. 48%, S3
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AR PR ASTE B 1) BE e T Al Ak B R AT RR S
TG F A AR 3, 1T 799 AR AR P 388 P, RS1LURS2,
RS3.RS4 Hl RS5 Ay & A0 XF =F B 43 51 R 63. 00% .
62.22% .61.18%.65. 48 % Fi1 66. 15%, Hirp RS5 +
e AR B T T T B B i T At A 3 T R A A ]
() E IS F A b B, (AR PR B 11K |
TE R AR AR R 4 (S1~S5) FR R T B T T AR S04 1] Y
AR 3 B2 L 3 F 0 R AR PR £ 38 (RS1~RS5) HH R AT
BT VAR S0 B8 T TR AR X F2 1 i AR TE BT ] AT B
IR SR BT TR ARG = B I T MR AR B £ 38 (RS1~

A 100

AR = BE %

S| S2 S3 S4 S5 RSl
Ab

50

AAXT %

25

S S2 S3 S4 S5 RSl
Ak

IFEEEEEEES

RS5) HARTE T 1T AUAT BRI T TR TR T T A AR
J& B 53 25 AR R 8 S 28K | (1B L 7
TEHAER bR A 38 (S1~ S5) b B of, 2 M 4T 5 8
(Niabella) Wi XT3 B JL-F- b 2 1 9 Bk 7 AR B
1 (RS1~RS5) &b v, {UAE RS5 23 A7 7 2
LR B JE L AE X 2 B Ol 2. 05% . Candidatus
Solibacter (A48 3] H vp 3C44) A1 ADurb CR 4%, 1) H
A FERR R 4 8 () AR = B IR T IR R AR AR PR
35 T B 0 B M B B (Pseudoxanthomonas) TE %
PRAR B - 498 v 4 AF G = B B 1 1 AR AR B 45

HoAt

Myxococcota
Planctomycetota
Actinobacteriota
Chloroflexi
Verrucomicrobiota
Actinobacteria
Bacteroidota
unidentified_Bacteria
Acidobacteriota
Proteobacteria

RS2 RS3 RS4 RS5

Hts
W Bryobacter
I unidentified_Gaiellales
W Nocardioides
W Acidothermus
Sphingomonas
W Candidatus_Udaeobacter
" ADurb.Bin063-1
B Candidatus_Solibacter
B Pseudoxanthomonas

B Niabella

= EEEEEEE
[T E E R R R S S N

RS2 RS3 RS4 RS5

Bl AEFRELENEmETEAREITKE(A)MBAE(B)BHELEHABRNZNE

2.1.2 AWAESHMER TINSRFEHEAD]
I3 B 2A) AR PR 3 (S1~S5) R Br £
B8 (RSL~RS5) AN [7] 4 5 4k 21 L 1 B v 32 B 4%
T 5 |7 (Basidiomycota) . T2 & [ ] ( Ascomycota) .
KA H B ] (Fungi _phy _incertae _sedis) . 4% & | ]
(Chytridiomycota) K% ¥ [ ] (Glomeromycota) . & 5
["T(Mucoromycota) . Mortierellomycota (o % 3] H: A1

N4 R (Blastocladiomycota) W& 22 B [T (Ro-
zellomycota) . /i % W. [ ] (Kickxellomycota) , H: # 1F
W AEAR B AN [R5 A R, ST~ S5 A FEAH F
1A BE TR T LR AR = B2 43531y 56. 9704659, 77 %
36.99%% .64, 34 Y6 Hl 44, 87 % s Horh S3 AL B ef  FH T
IV R fe I s S4 b B, F BT T B de s . T
AR A AN [7) 36k 15 Ak 38 v~ BR7 11 RN 722 TR 1] 1) A5
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R Lk # 9 A

AIXTFERE S 51,11 % .61, 52% .51, 48 % .62. 27%
M 44.89% . TEMRHEFATTH, IEH JEAR B e 8%
ARFRH S2 F S5 BT BE TR o B R TR AR
FRPR A 8% 15 Ab B RS2 A RSS F 4 F B 1 1A X =
JE, T S2.S3 Fl S5 A BE TR ] AHXS = B i AL T
RS2 .RS3 1 RS5 Zb 3G 2E TG [ TAHXT F B, RS 1Y
K81 (Blastocladiomycota) #3%F E B 0,

J& 1) 72 AE B TR 7K F B (& 2B), S2 /N
A& (Marasmius) AR FFE S 21, 41%, 1 RS2 Al

A 100 —
=
=
_H.
?,7{
z
A

B 100

75+
=
£
s 50
=
=

S1 82 S3 S4 S5 RS1

RS3 H1 /N K <pr Ja 14 A Xk S5 B2 43 0 A 1L 7606 Al
1.49% , HABALI A XS £ BE LT R 0, BRI EE
(Fusarium) TESRBRAR BR A 398 o (0 R X 32 88 v T 1E
AEHRPR . ST AP R RE B & (Encoloma) » SA 4k
PR BB A8 B B (Periconia), S5 Ab B A & @
(Agaricus) Fl RS2 b # Y Simplicillivm (K % 2]
SCA4) B AR R BE 435 Ry 4. 9596, 7. 81%6,3. 0424 Fl
2.99%. 7E S5.RS1,RS4 Hl RS5 4b B v, ¢ A B4 Jeg
(Hypoxylon) FIFHXTFEEHR 0,

FHiftbs
B Kickxelllomycota
W Rozellomycota
M Blastocladiomycota
W Mortierellomycota
Mucoromycota
M Glomeromycota
Chytridiomycota
B Fungi_phy_Incertae_sedis
B Ascomycota
W Basidiomycota

ot
B Thanatephorus
" W Agaricus
B Corynespora
W Trichoderma
Hypoxylon
_ W Simplicillium
Entoloma
W Periconia
B Fusarium
B Marasmius

RS2 RS3 RS4 RS5

B2 AEKELEXNERFLEERERAE(A)FMEKRE(B)BHESHALNIIT

2.2 FEHELEMNERBETEMNEYSHEY
sEA
2.2.1 m@ SAKE BELAA,EFIERKR L
e, S2.S3,S4 Fl S5 AbFEAY Chao 1 48 %% . Shannon
TR EFN Pielou #6503 & F S1 b ¥, Fofr, S3 ik
PHAY 2 5 R 2 AR 3 T ST A S2 b
B, AE LI B PR AR PR £ 8 L RS3 A9 Chao 1
15 %% . Shannon 8% Pielou 38 %3 & T RSI At
18

#, RS2y Chao 1 8%k T° RS1 4L ¥, {H Shannon
TEHE T RS1 A3, Pielou $8 80 2 5% . RS5
Chao 1 #8 % . Shannon #8 % f1 Pielou 15§ % 34 1%
T RSI1,

TR 975 R AR B 5 1 5 JE AR PR A (] Ak 35 Ak 28 3
% & M, RS3.RS4 I RS5 4 FE A4 Chao 1 1§
R Shannon #8802 AL T AH I A9 S3.S4 1 S5 4k
P LM RS5 Ak Y Pielou 8 508K T S5 b3,
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RAEWF  FRRRBHB AT LIERFRREWE = F Y

{H RS1 Fil RS2 #H It T S1 il S2 43, Chao 1 8
HOF Shannon 8§ 50X A B 7k i H 5 S1 M S2 4b

WEA T EMEZ SRS AT Pielou 8 50E T
S1ACPR (A 22N B3,

1 AEAHELENEHBEREMERFRIEAEMEYHFESHEEEINZIN
kg e 1T A YR VR 2 R AR R

Chao 1 8 %X Shannon 8 % Pielou #8 %%

e AR B 1 458 S1 2125.86+38.78 d 9.9340.16 d 0.90+0.01 b
S2 2709.74+319. 14 ¢ 10.3040.19 ¢ 0.9140.01 ab

S3 3572.02+25.10 a 10. 83240.03 a 0.92+0.00 a
S4 3298.06+130. 10 ab 10.5940. 09 abe 0.9140.00 ab
S5 3417.32+42.05 ab 10. 6920, 04 ab 0.914+0.00 ab
MR B 4 € RS1 3346.28+107. 82 ab 10. 6540. 08 abc 0.9140.00 ab
RS2 3354, 74492, 83 ab 10.59240. 05 abce 0.9140. 00 ab
RS3 3400.39+77.59 ab 10.7140. 07 ab 0.9240.00 ab
RS4 3242. 74+ 44,94 ab 10.594+0. 05 abe 0.9140.00 ab
RS5 3061. 44 +242. 95 be 10.4140.17 be 0.90+0.01 ab

ARG F /R R A B E M2 5 (P<<0.05), T,

2.2.2 AW SZHME BE2HLEETIER
+ 3, S3 Il S4 4bBEAY Chao 1 $650 B E 5 T S2
AbFR, S2 F1 S5 AL FRAY Chao 1 850K T S1 bR,
HESAEE., S2.S3 fil S5 4LH Y Shannon $§
BT S1 AbHL, BR S2 4bFH 5 ST Ab 3 B A W

SEAh,S3 AT S5 AR FE S ST Ab B 25 ORI
S4 4bH ) Shannon 8 ¥ f 5, H 5 S1 4 PR H
WBEMZER, S2.S3.84 A1 S5 1 Pielou 45 %1y
I F S1 Ab#E, Hodb S2 4 BN ST 4b R 2 8] A A i
FME2E S, RS2 Ml RS3 Ab B AY Chao 1 38 A
Shannon #5 4  m T RS1 b B (BI% A T 5%
5. RS2 4b ) Pielou #6854 & F RS1HE A &
2R RS4 Hl RS5 B9 Chao 1 $5%K . Shannon
FRECA Pielou F8 4039 K T RS1HEH W% M2
St R HAS [R) AR 355 48t T 0 AR AR B A IE R AR AR PR

ASTa] A 38k 15 b P % B B RS2 () Chao 1 48 %k
PR T S2 Ab B AN, FL At g MR AR B - HE AL B Y
Chao 1 8 ¥ L IEH AEAR PR L MK bR S4 5
RS4 . RS5 F S5 Z [a] H A7 3 4 22 5 4b, HoAth b
PG RR AR PR 4 48 R0 1E & JE AR B 1 3 40 R 2 R] (Y
Chao 1 8 Z S A BE,

5 S1.S2 il S3 M M, RS1, RS2 il RS3 Ay
Shannon #6403 A Fr 7t & . Hf RS2 5 S2 4b 3
ZEEA S E2ZS., RS4 Al RS5 5 S4 Al S5
AEEEAA L . H Shannon $& B0 A BT B A . (H 444K

ZHAK, 5 S4 AbFAH L, RS4 4L FE A Pielou
WBHEEM TR MR A B %, 5 S1.S2.S3
S5 4b #HAH I, RS1. RS2, RS3 Ml RS5 4k 3 (1%
Pielou ¥8 80347 fir 7+ & . H RS2 A S2 Ak 3 2 [1]
HAERFEEZR (KO,

R2 FARBELEXNEHBREMERFIBEERBEYHZSFHELNZME

ey e LT A IR VR 22 FE TR B
Chao 1 8%k Shannon 1§ %% Pielou 8 %

e B -+ 4 S1 946.99+108. 20 abc 6.48+0.62 a 0.6640.05 a
S2 835. 074101, 50 bed 5.16+0.77 b 0.5340.07 b
S3 1050. 57420, 25 a 6.4140.43 ab 0.64+0.04 ab
S4 1060. 36418. 84 a 6.57+0.43 a 0.6540.04 a
S5 944. 5065, 31 abe 6.0240. 29 ab 0.6140.02 ab

R P A RS1 890. 37+46. 71 abed 6.57+0.19 a 0.6740.01 a
RS2 938. 09 38. 28 abe 6.6640.15 a 0.68+0.01 a
RS3 995. 32+33. 87 ab 6.6640.09 a 0.67+0.01 a
RS4 773.79466. 38 cd 6.1040. 14 ab 0.64+0.01 ab
RS5 701.002423.56 d 5.8540.12 ab 0.62+0.01 ab

19



Z &k oz

Kok H # 9

2.3 AAHELENEMBELIEFSREBEAE

JR A%

P& 3A AT H1,2020 4F 10 H —2023 4 1
Bifi 5 R[] A9 HE S, S1.,S2,S4 Fil S5 4b B Y 4 358 42
Pk 45 (Ca) & 548 2020 4F 19 ) B4 (8 IF R & A= B
WA, {0 S3 AbHR Y - EsS et Ca 2
2021 4F 1 H 0y W 35 35 m, Hob 2021 4 8 H —
2023 4F 1 H A3 .S3 AbFEAY ISt Ca TS
HA R s Az M BEA B EEE .

A& 3B B 41,2020 4F 10 H —20224F 1 H,
S1~S5 Ab 3 + g b8 (M) & &3 A LT,
Horpr S3 4bFR Y H I3RS Ml Mg & f27E 2021 4F 8 J]

A 30 -
st

B o
%D 20 L ———¥——S3 =
=
£
S 15k
<
(&)
§ 10
S

5 =

0 | | | | | | |

1010@‘0&\"%‘%1\@%1%2’1@ Vst

st ]
C 25
_20f
P
= 15
g
S
2 —
& 10
o
S
05 [
0 L ! L \\Y"\\.J'. ¥ J
1010&%“1?)2\@‘?01\@ B e s
i JF
3

F) 20224 1 HE 2 EFF.2022 4F 1 H S3 AbBAY
Ttk Mg & i 5 A B 2 ) B A
S, 2022 4F 1 H —2022 4 8 H . 4 S3 4b¥H
Gh HAB A PR R) - g et Mg & i 2T B
B H IR ST A EE, R R B OR L S3 Ab LS
HoAth b ¥ 2 8] () 3 A etk Mg & AR HoAT B
25 {0 2022 4F 8 H —2023 4E1 H LBR S3 4b
AN, AR A B IS B Mg &8RS A b
Fh oA S3 b HE ) + S etk Mg & EAIR 5 H A
WHEA B EMEZES . RAR UL S3 AL H AL, #
1E#) 2023 4 1 A fr,S1.S2.,S4.,S5 4b i + 352
Pk Mg & 5 B0 06 (6 5 B A B o Ay

B 25

2.0

1.5

et Mg/(cmol + kg™')

1.0 | | | | | | |
201“@\02%”@%1‘@%2%11@%11@%1%13@%

i ]

D 9

v, %
5 % | l% | | % | %
3 )
1020@\0102\&?’&202\?’ 7_027‘&’%,027—&?’ 7_013@\
i i

2020 £ 10 A —2023 F£ 1 AAEHEHEX T LEZ K] Ca Mg Al K pH HEW

TE o TR R 2R A 3 Ak B i Y /N 2 3 M 22 5 1LSD, B (M) 2 5 K T ke B 2k, DUIARSR A7 7 1 35 22 53 (P<20. 05)

t & 3C B[, M 2020 4F 10 A JF4R.S1.S2,
S4 S5 b PR A HEAS e AR CAD B R B
TR Hih 2022 4E1 H LS4 4 B 4 EAS
P AL A8 8w T HABAL B, 11 2021 4F 1 A ,2021 4E
8 HAN 2022 428 H,S1 AbH ) s ek Al %
HE e T H A AN B, S3 AL FE Y A Wl Al
SN 2020 4F 10  —2023 4F 1 A g R %, H
HHAMAAEEA B EEES .

20

i & 3D AT, BA 2020 4E 10 H —2023 4E 1 H
S1.S2.S4.S5 4bH ) pH M T 90 46 {8 K & A 5
MR AR AL LR . i S3 AbER 3 pH M
2020 4F 10 H —2022 4 8 H & H & i T
e, H 5 H A A3 2 0] A 2 25 5 00 2022 4F
8 H—2023 4F 1 H.S3 4b# ) + 4 pH A F
R AEAT AR 5 Hofab B 2 6] BAT W 52 R
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A AP

2.4 ARHBELENEBREFENHI

& 4 ATH1,2021 4E 7 A & 2023 4E 6 A .1
ANSTA) A B A A BT L, S3 4 B il B 1) 7 e
{5 T S1 RN S4 b3, o ST ARFRFN S4 kb3 S2
TS5 Ak P ] B I e o VAT W 25 L S2 R
St E W ERAE R HESARE, F
TR 1], S1~ S5 Ab AL 38 7= B 43 ) &4 070. 9,
4 938.3,6 065.4,4 220.2 F1 4 985.2 kgehm™*,

8000

a

6000 |- ab l ab
il i

4000

Po R/ (kg + hm™)

2000

0

S1 S2 S3 S4 S5
szl

B4 202187 B—2023 % 6 AARZEERS
EMErFENEN
W AE/NG RN b B ) 22 5 8 3% (P<<0. 05) .

3 Wi
3.1 TEMEMBEESHARRSEETL
B A A P AR AR L R S R i
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Effects of Different Cultivation Measures on Soil
Characteristics and Yield of Sacha Inchi

ZHANG Jialin'”*, FU Qiangtang' , LIU Changan'
(1. Xishuangbanna Tropical Botanical Garden, Chinase Academy of Sciences / Key Laboratory of Sustainable
Use of Tropical Plant Resources, Mengla 666303, China; 2. University of Chinese Academy of Sciences,
Beijing 100049, China)

Abstract: In order to find out the methods that can effectively prevent and reduce the root and stem rot of Sacha
inchi and improve its yield, five cultivation measures were set up from the soil environment, including S1 (only
planting Sacha inchi, control treatment), S2 (intercropping of Sacha inchi and soybean), S3 (lime disinfection
and sterilization treatment in planting hole and topsoil), S4 C(sulfur fertilizer application treatment) and S5
(film covering treatment). The effects of different cultivation modes on the composition and diversity of soil
microbial community in the diseased root of Sacha inchi, the soil characteristics of Sacha inchi planting and the
yield of Sacha inchi were discussed. The results showed that (1) the occurrence of Sacha inchi root and stem
rot disease changed the diversity and richness of soil bacterial and fungal communities, and the relative
abundance of dominant bacterial phyla (Proteobacteria, Bacteroidetes, and Actinobacteria) in the rhizosphere
soil of diseased plants was higher than that in normal non-rhizosphere soil under different cultivation
treatments; (2) From August 2021 to January 2023, S3 treatment increased the content and pH of soil
exchangeable calcium and magnesium, while reducing the content of soil exchangeable aluminum; (3) After
the experimental period, the yields of Sacha inchi treated with S1, S2, S3, S4, and S5 were 4 070. 9, 4 938. 3,
6 065.4, 4 220. 2, and 4 985.2 kge+ha ', respectively.

yield of the S3 planting hole lime disinfection and sterilization treatment increased by 48. 99%. Finally, it was

Compared with the S1 control treatment, the total

concluded that the structural composition and « diversity of soil microbial community would be affected after
the occurrence of stem and root rot disease of Sacha inchi. Among them, the a diversity of soil bacteria was the
highest in the soil of diseased plant root and normal non-rooted soil in S3 treatment across all conditions, while
the a diversity of soil fungi was the highest in the soil of diseased plant root in S3 treatment; With the increase
of planting years, the planting hole lime disinfection and sterilization cultivation mode can significantly increase
the soil pH, the content of exchangeable calcium and magnesium in the soil, reduce the content of exchangeable
aluminum in the soil, and can significantly increase the yield of Sacha inchi, which is a suitable cultivation
mode for Sacha inchi.

Keywords: Sacha inchi; root and stem rot; cultivation measures; soil microorganisms; soil nutrients; yield



