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1.1.3 smRARAE KA N PDA, L
A5 B 4% E 200, 0 g, # 45 B 20. 0 g, B g
20.0 g, €K 1 000 mL, 121 C,0. 11 MPa,
20 minf JE K H G H & H .

1.2 AHi&

1.2.1 REREAKG B R4S 0B L
o JEL TR R AT o3 B . BB B R 1 35 AOR 52, B Ok
JKF A MEE 3 min, 70 W RE PR 3 s ARG A
0. 126 TSRV W h 22 181 15 B 2 min, BUH G 7K
Ve A4 UK K R IR K AR T 41 8T E 1 2 4K
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7120 He4141,30 AN FRIL, fRE 22 W48 |
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AJ279445 F1 KY103454) 4b F [/ — 20 A% b5 H 5
oAt 3 2 FhoAT — 5 s A5 B S (181 2)
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Morphological and Molecular Identification of the
Pathogen of Litchi Sour Rot

HUANG Guo-lin' ,LIU Yue-lian’ ,ZHU Yan-qiu’
(1. Zhanjiang Lyuhai Bioengineering Limited Company, Zhanjiang 524200, China; 2. Binhai Agricultural Col-

lege, Guangdong Ocean University, Zhanjiang 524088, China)

Abstract;In order to confirm the pathogen of litchi acid rot, three isolates, LCG-1, LCG-2, and LCG-3, were

isolated and purified from fresh litchi fruit tissues by tissue isolation method, and identified by morphological

characteristics and the rDNA-ITS sequences analysis. The results showed that the morphological and molecular

biological characteristics of the three strains were consistent,and they were identified as Geotrichum candidum

Link & Magazin. According to Koch’s rule, the pathogenicity of the three strains were tested. The results

showed that the incidence rates of all inoculated fruits were 100% , while the control showed no symptoms.

Therefore, the isolates were identified as the pathogen causing litchi sour rot.

Keywords: Litchi chinensis; sour rot; Geotrichum candidum ; identification
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