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Preliminary Study on Location Cold Tolerance During Maize
Germination Stage Based on SLAF-Super BSA Technology
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Abstract; In order to speed up maize genetics and breeding on cold tolerance during germination stage, Bulked
Segregant Analysis (BSA) and Specific-locus Amplified Fragment-sequencing (SLAF) were used to locate the
chromosomal regions related to the trait. The results showed that both two parents and two mixed pools were
sequenced with SLAF method and 282 563 SLLAF tags were obtained, the average paternal sequencing depth of
SLAF tag was 27. 06 X and the average maternal sequencing depth of SLAF tag was 31. 85X ,sequencing depth
of mixed pools were 36. 72X and 34. 17 X respectively. 47 624 polymorphism SLLAF tags were obtained with a
polymorphism rate of 16.85%. A 91. 06 Mb region associated with cold tolerance during germination stage was
located on chromosome 9 of maize,in which a total of 3 170 genes were associated.

Keywords: maize; cold tolerance during germination stage; SLAF; BSA



