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Research Progress of CBF-mediated Cold
Signaling Pathway in Arabidopsis thaliana

CHEN Zi-mei,SUN Xiao-yuan, WANG Yun-hui, WANG Yi-fan, LIU Bao-hui, LI Mei-na
(School of Life Sciences,Guangzhou University, Guangzhou 510006 ,China)

Abstract; Low temerature stress affects the growth and development of plants, which will lead to plant death. In

order to adapt to the environment, plants gradually evolved corresponding mechanisms to resist low tempera-

ture injury. The low temperature signal transduction pathway mediated by CBF (c-repeat-binding factor) is a

well-known signal pathway in response to low temperature stress in plants. It is found that phytochrome

B(PHYB) can sense environmental temperature changes and participate in plant response to low temperature.

In this paper,the research progress of CBF mediated low temperature signal transduction pathway was summa-

rized,and the perception of light and temperature in plants and the relationship between signal pathways were

elaborated, which provided reference for further research in the future.

Keywords: cold stress; CBF signaling pathway; light signaling pathway
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