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Exploration and Practice of Training Mode of Innovative Talents

in Biotechnology Specialty Under the Background of ‘Internet +’

LIU Guo-hua,PANG Min
(College of Forestry and Life Sciences,Chongqing University of Arts and Sciences, Yongchuan 402160, China)

Abstract ; In the 21st century, with the rapid development of network and the continuous expansion of big data,
the society has put forward higher requirements for the cultivation of biotechnology professionals. In order to
improve the quality and adaptability of personnel training, this paper combined the latest concepts and technolo-
gies of ‘Internet |+’ to explore and practice the training mode of innovative talents in biotechnology. Through
the construction of ‘trinity’ training mode, building cooperation platform, promoting teaching informationiza-
tion, strengthening teaching staff and strengthening extra-curricular expansion, we had improved personnel
training,and good practical results had been achieved.

Keywords: biotechnology; Internet + ; innovative talents; training mode
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Application of Molecular Marking Technology in

the Research of Forsythia suspensa

XIA Wei,TAN Zheng-wei, YU Yong-liang, XU Lan-jie, YANG Hong-qi, DONG Wei, LIANG Hui-zhen
(Sesame Research Center, Henan Academy of Agricultural Sciences,Zhengzhou 450002, China)

Abstract: In order to promote the comprehensive utilization and development of Forsythia suspensa resources,

this paper based on the literature review to summarize the application of molecular marker technology in For-

sythia suspensa ,found that the application of molecular marker technology in Forsythia suspensa mainly divid-

ed into the following aspects: such as the development of molecular markers, primers germplasm differences,

genetic diversity analysis, species identification and identification of Chinese herbal medicine. This paper provid-

ed an overview of the RAPD SSR,ISSR,application of three kinds of molecular markers in F. suspensa.

Keywords: Forsythia suspensa ; molecular marker; genetic diversity; germplasm identification
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