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Functional Characterization of Potyvirus-encoded Coat Protein

MIAO Yan-mei.ZHAQO Min
(College of Life Sciences,Northeast Forestry University, Harbin 15004, China)

Abstract: Potyvirus belonging to family Potyviridae,is the largest plant virus family, which can be responsible

for severe economic losses to agriculture world-wide. Coat proteins of potyviruses show relatively steady in

compared to other proteins among potyviruses and multi-functional, related with the transmission of the virus,

movement, resistance and symptom expression. This paper analyzed the functions of coat protein ,including

participation in aphid transmission of virus, long-distance and intercellular movement of virus, participation in

plant virus disease control and virus symptoms expression. The functional characterization of potyvirus-encoded

proteins supported the understanding of potyviruses.,and promoted the research of potyviruses infectious and

resistant mechanisms.

Keywords: potyvirus; coat protein; protein function
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