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Table 1 Preliminary screening of SSR markers’ primer sequence through agarose gel electrophoresis
- 514 4 B Sl FF(5'—>3") 51951 (5'—>3" SSR IR AN/ bp
Primer Sequence Sequence SSR type Amplified product size
1 R33 acacttcactcaccgatece atgcccgtcaatgatttete (GAT)20 201
2 R75 gggggagttagtgggaagaa tegtcacaaggaaaggetet (GTG)7 250
3 R80 aggatcagtgacggagetgt accccagaagaagtggtect (GAA)T 231
4 R101 ctccaaaaactccaacteeg cagcccatactgetgtetea (TGA)T 259
5 R102 ttggggagcaagaaaaagaa agttctctectcagegeaac (GAT)8 251
6 R103 aaaccagcaacggaaaattg agccttgtgaacagaaaccg (GAA)12 211
7 R104 tttcttcaagagteegtege ggaacgacagaatccgagac (CTO)9 242
8 R105 tgaggatgagggtaacagcc taattcettgecttegttgg (AGO)8 154
9 R106 gaggctcttegttggetaga cgtegtageaatetegttga (GTG)8 219
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Table 2 Characters of nine radish samples
in the field
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Number Variety name Skin color Leaf type
1 4l EA93 iEnt
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3 — R ey i
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5 262 EAN3'2 1t
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Fig.1 Results of 9 pairs SSR primers by polyacrylamide

gel electrophoresis
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Fig. 2 Amplification results of SSR primer R105

by polyacrylamide gel electrophoresis
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Fig. 3 Cluster diagrams of 9 materials based on
SSR data analysis
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Study on Genetic Diversity of Radish Based on
SSR Molecular Markers

LI Shi-sheng,ZHANG Na-na.CHEN Ya-zhu. LI Jing-cai, FANG Yuan-ping. XIANG Jun
(Collaborative Innovation Center for the Characteristic Resources Exploitation of Dabie Mountains, Key Labo-
ratories of Economic Forest Germplasm Improvement and Comprehensive Resources Utilization of Hubei Prov-

ince, College of Life Science, Huanggang Normal University, Huanggang 438000, China)

Abstract: In order to promote the preservation and breed improvement of radish germplasm resources, nine va-
rieties of radish were used as the experimental materials, which tried to study on genetic diversity the local and
conventional radish varieties mentioned above using SSR. Firstly, field characters (leaf shape and skin color)
of the above radish materials were observed, then, 9 pairs of SSR primers were screened to detect the above
radish samples. The genetic diversity of nine radish species was analyzed by electrophoretic banding and NT-
SYS software. The results showed that the nine varieties of radish were divided into two groups, group 1 in-
cludes 8 varieties except Qiyehong radish, and each variety showed diversity among different similarity coeffi-
cients, group 2 includes only Qiyehong radish. There were two distinct branches in the first group, one branch
includes four radishes, Lixiangdagen radish, 734 radish, General radish, and Huangzhou radish, whose skin
color is white; another branch includes four radishes, the Yichihong radish. Hongbao radish, 262 radish. and
Red garden radish, whose skin color is red, which was consistent with field observations.

Keywords: polyacrylamide gel electrophoresi; SSR molecular markers; radish; genetic diversity; clustering a-

nalysis



