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Study on Stem-tip Tissue Culture and Rapid Propagation
Techniques of New Strawberry Cultivar Jingzangxiang

YANG Bo' ,ZHAO Bao-long’ ,SUN Jun-li’ , LIU Lian-ling'
(1. College of Agronomy, Shihezi University,Shihezi 832000,China;2. The Corps Key Laboratory of the Culti-
vation Physiology and Germplasm Resources Utilization of Characteristic Fruits and Vegetables, Shihezi
832000, China)

Abstract: In order to accelerate the application of strawberry virus-free seedling, this experiment chose Chinese
self-bred strawberry variety Jingzangxiang as material, we analyzed the selection of different types and concen-
trations of different hormones in stem tip induced germination,secondary appreciation and rooting culture,and
detected the virus condition by RT-PCR and evaluated its detoxification effect. The results showed that the
suitable medium for Jingzangxiang shoot tip induction was MS+0. 6 mg+L"' 6-BA+0.1 mg-L"' IAA,the sub-
culture medium was MS+1. 2 mg+L"' 6-BA+0.1 mg+L"' NAA, and the rooting medium was 1/2 MS-+
0.1 mg+L"' IBA. The detoxication rate of the SMYEV and the SMoV was all 100% ,and the detoxication rate
of the SVBV was 82% ,indicated that the detoxification effect was good.
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LR, 05 2,3 4R ETHEAL; 5,6, 7R THAL;

8:DL2000 DNA marker,

1: Negative control H,O as a template; 2—4: sample 1 cDNA as template;
5-7: Sample 2 ¢cDNA as template; 8: DL2000 DNA marker.

BT RAsESE FR cDNA S9 AT R44366 \R44367
GIEYE/R R E S
Fig.1 PCR amplified results with R44366 and R44367
primers in Jiading white garlic cDNA
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LEAEH,0; 2, 3, 43RIETHAL; 5, 6, TRIETHAL;
8:DL2000 DNA marker,

1: Negative control H,0 as a template; 2—4: sample 1 cDNA as template;
5-7: Sample 2 ¢cDNA as template; 8: DL2000 DNA marker.
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Fig. 2 PCR amplified results with R44567 and R44568
primers in Jiading white garlic cDNA
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1:DL2000 DNA marker; 2~4:36 8 THEA1; 5:FHEH20;
6~8RIETHA2,

1:DL2000 DNA marker; 2—-4: sample 1 cDNA as template;

5: Negative control H,O as a template; 6-8: Sample 2 cDNA as template.
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Fig. 3 PCR amplified results with R44569 and R44570
primers in Jiading white garlic cDNA
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Viruses Detection of Jiading White Garlic

LI Xian' ,ZHANG Ai-dong' ,ZHU Zong-wen' , WU Xue-xia' ,ZHA Ding-shi' , GAO Chang’
(1. Horticultural Research Institute, Shanghai Academy of Agricultural Sciences, Shanghai Key Laboratory of
Protected Horticultural Technology. Shanghai 201403, China; 2. Shanghai Research Institute of Vegetable,
Shanghai 201899, China)

Abstract; In order to clarify the virus situation in Jiading white garlic,total RNA was extracted from samples,
which collected from two Jiading white garlic planting bases, and ¢cDNA was synthesized using reverse tran-
scriptase. Onion yellow dwarf virus (OYDV) and garlic common latent virus (GCLV) were detected by RT-
PCR. The results showed that 3 pairs of specific primers were designed according to the GCLV intermediate
conservative sequence. We amplified and got 300,710 and 450 bp fragments from two samples respectively. We
cloned the 450 bp fragment and sequenced. The sequencing result was compared with GCLV gene sequence in
GenBank and the homology rate reached 95 % , which confirmed the existence of GCLV in Jiading white garlic.
According to conserved sequence of OYDV,we designed 5 pairs of specific primers. However, we didn’t obtain
the amplified fragments,indicating Jiading white garlic in two planting bases contained no OYDV.

Keywords: Allium sativum 1. ; RT-PCR; garlic common latent virus(GCLV) ; onion yellow dwarf virus(OYDV)
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