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Research Progress and Prospect of Plant DNA

Methylation and Low Temperature Stress

MENG De-bin' ,GUO Jiu-feng' , MA Meng-yu' , YU Lin-qing’ , YU Li-wei’
(1. Physical Science and Technology College, Inner Mongolia University, Hohhot, Inner Mon-

golia 010021;2. Grassland Research Institute, Chinese Academy of Agricultural Sciences, Ho-
hhot,Inner Mongolia 010010;3. Northeast Normal University,Changchun,Jilin 130024)

Abstract: Abiotic stresses,such as drought,salinity and chillling, negatively influence survival, biomass produc-

tion and crop yield. Low temperature or cold stress,causes cold damage to plants,and affects plant growth,de-

velopment,as well as quality of seed. In the process of regulating the expression of eukaryotic genes, DNA

methylation is an important component of the epigenetic,and it plays a key role in regulating gene expression.

In order to make plants better adapt to cold stress,new germplasm with cold resistance was created. This paper

briefly discusses the relationship between Plant Chilling Stress and plant DNA methylation.and advances in re-

search at home and abroad. And put forward the prospect of how to deal with low temperature stress and carry

out epigenetic research.

Keywords: abiotic stresses;low temperature stress ; DNA methylation
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