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1:Glenlea;2: 6 & 26;3. b % 3054. 3 33;5: A& 35;6:58F 6 S5 (7F+8" ) ;7. b & 20(7°F+8* );M.:2000 DNA Marker(100,
250,500,750,1 000 FI 2 000 bp)
1:Glenlea; 2;longmai26; 3:Longmai30; 4:Longmai33; 5;:longmai35; 6;:Kefeng6(7°F+8*); 7;Longmai20(79F+8* );
M:2000 DNA Marker (100,250,500,750,1000 and 2000 bp)
B 1 /NZZ Sl BxT 8 ik 3% k5 TR 1Y) 43T A

Fig. 1 Polymorphic test of PCR fragments amplified withBx7°F in wheat varieties
x1 EBENERM(B) BT EEASFIRIZRNER
Table 1 PCR analysis of Bx7” gene in wheat varieties(lines)
STS #rie STS Marker STS #rie STS Marker
R R (FD ErR AR (R
Code Varieties(lines) fric 1 fric 2 Code Varieties(lines) bric 1 bric 2
Marker 1 Marker 2 Marker 1 Marker 2

1 Glenlea + + 65 T 13-3417 - -

2 e # 10 5 - - 66 J& 13-3478

3 o7 26 - - 67 & 13-3639 - -

4 e % 30 - - 68 J& 13-3837

5 e 31 - - 69 J¥ 13-5355-2 - -

6 e # 33 - - 70 & 13H3209-2 - -

7 W # 35 - - 71 J& 13H5442-1 - -

8 e # 36 - - 72 J& 13H5470-2 -

9 o 37 - - 73 JeimE 12 - -
10 e % 39 - - 74 TR 18 -

11 N 33(5+10) - - 75 e 19 -

12 #E 62 (G5+10) - - 76 e kg3 20 - -
13 wE 6 5 (7TOF487) + -+ 77 4R 05-431 - -
14 T4 20(70E4-8%) + + 78 e 11-243

15 J& 94-4081 - - 79 Je R 13-217

16 J 00-0657 - - 80 Je %@ 13-456 - -
17 15 02-2523 - - 81 Johm 12-244

18 J& 02MF,-2064-1 - - 82 w2 - -
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£F 3R 1 Continuing Table 1

STS #ric STS Marker STS #rie STS Marker
ETRE A (R s (R
Code Varieties(lines) fric 1 fric 2 Code Varieties(lines) bric 1 bric 2
Marker 1 Marker 2 Marker 1 Marker 2
19 & 02MF,-2308-1 - - 83 P35 - -
20 J& 03-3651 - - 84 S 4T - -
21 T 03-3718-1 - - 85 W5 - -
22 J& 03M8059-3 - - 86 LY 65 - -
23 Je 06-7767 - - 87 w15 - -
24 I 07-7721 - - 88 wE 25 - -
25 I 07-7852 - - 89 w3 - -
26 I 08-8222 - - 90 R - -
27 ¥ 09-9109 - - 91 w55 - -
28 J& 09-9194 - - 92 W6 E - -
29 I 09-9702 - - 93 wETE - -
30 J& 09-9738 - - 94 w85 - -
31 T 09-9933 - - 95 w95 - -
32 J& 10-0015 - - 96 w105 - -
33 I 10-0455 - - 97 w1l - -
34 J& 10-0518 - - 98 wE 12 - -
35 J¢ 10-0553 - - 99 5 13 - -
36 J& 10-0629 - - 100 R - -
37 I 10-0632 - - 101 R 25 - -
38 J& 10-0718 - - 102 w55 - -
39 I 10-0760 - - 103 R E - -
40 I 10-0854 - - 104 TR 8 - -
41 J& 10F;-5017-2 - - 105 R 9 5 - -
42 J& 10F;5-5027 - - 106 B 95 - -
43 J 11-1017 - - 107 W10 5 - -
44 Je 11H1027 - - 108 TR 11 - -
45 J¥ 11H1262-2 - - 109 R 12 - -
46 J& 11H1290-2 - - 110 R 13 - -
47 J& 11H1314-1 - - 111 TR 14 - -
48 I 12-2026 - - 112 TR 15 - -
49 I 12-2191 - - 113 L 16 - -
50 I 12-2213 - - 114 R 17 - -
51 Je 12-2242 - - 115 W18 - -
52 J 12-2283 - - 116 TR 19 - -
53 I 12-2289 - - 117 L5 20 - -
54 Je 12-2444 - - 118 A - -
55 I 12-2644 - - 119 WE 1Y - -
56 I 12-2812 - - 120 wHE 2 - -
57 I 12-2927 - - 121 w3 e - -
58 I 12-2976 - - 122 X - -
59 J& 12H2293-1 - - 123 WwHES S - -
60 Jo 12H5468-2 - - 124 WA 65 - -
61 J& 13-3065 - - 125 WHETE - -
62 J& 13-3329 - - 126 R X - -
63 J& 13-3369 - - 127 wE 95 - -
64 JE 13-3410 - - 128 A 10 = - -

HRRY I LR R AR - R R I R R AT

+ mean amplified specific PCR fragments;- mean no amplified specific PCR fragments.
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Detection of Overexpressed Bx7 Gene (Bx7%) of Wheat
Varieties(Lines) in the Northeast Spring Wheat Region
by STS Markers

SONG Wei-fu, YANG Xue-feng, ZHANG Yan-bin., SONG Qing-jie, ZHANG Chun-li,
XIN Wen-li, XIAO Zhi-min

(Crop Breeding Institute of Heilongjiang Academy of Agricultural Sciences, Harbin, Hei-
longjiang 150086)

Abstract: Due to the over-expression of the high molecular weight glutenin subunit (HMW-GS) Bx7. the con-
tent of HMW-GS and insolubility glutenin macro-polymer (GMP) were increased. And the gluten strength also

was increased significantly. In order to identify the wheat varieties (lines) carrying Bx7%

gene in the northeast
spring wheat region.127 wheat varieties (lines) were examined by two STS markers. The results showed that
only the Kefeng 6 and Longmai20 transferred the Bx7% gene by five consecutive backcrosses with biochemical
marker assisted selection carried the Bx7% gene.

Keywords: wheat; Bx7% gene; STS marker; marker-assisted selection
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