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Table 1 Samp lenumber and source
. - PNEE)
FEASE R R .
Large white
Sample source Minzhu )
pig
PP AR R SR A 295 17
Yichun Baoyu forest pig breeding base
Wy IR T T A b 5 10 183
Harbin Hongfu pig farm
INRFEIE G R 20
Sunwu pig breedingcooperation
BRI K 41
Zhaodong Tiancaogang pig farm
M IR A W 337 4

Harbin Xincheng pig farm
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Fig. 1 The PCR-RFLP result of RYR |
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Table 2 The genotype and allele frequency of RYR | gene in five large-scale pig farm
) B PR A0 B A7 S R A
7] K R AR L .
Genotype frequency Allele frequency
Pig farm Pig breed Number

NN Nn nn N n
T2 5 MO R R S b 58 295 0.7763 0.2203 0. 0034 0. 8865 0.1135
Yichun Baoyu forest pig breeding base UNEL: 17 0.5882 0.4118 0 0.6088 0.3912
WA K S 7 Pl RS 8 [ 10 0. 8000 0. 2000 0 0.9000  0.1000
Harbin Hongfu pig farm yNEE 183 0. 7705 0. 2240 0. 0055 0. 8825 0. 1175
W IR EAE WG R 337 0. 8991 0.1009 0 0. 9496 0. 0504
Harbin Xincheng pig farm PNEE 4 0.7917 0.2083 0 0.8958  0.1042
RT3 Zhaodong Tiancaogang pig farm % 41 0. 8780 0.1220 0 0. 9390 0.0610
PNRFERE A VEFL Sunwu pig breedingcooperation K[ 20 0. 8500 0. 1000 0. 0500 0. 9000 0. 1000
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Table 3 The genotype and allele frequency of RYR | gene of other pig breeds

$& Fh i 25 o B[R g R/ Y s R PR % Sk K VB
Pig Breed Genotype frequency Allele frequency Literature
Number

breed type NN(CO)  Na(CT)  nn(TD) N(O) n(T) resources
W15 Rew 400 82. 50 16. 70 0. 80 90. 83 9.17 [3]
TR 130 75. 38 22. 89 1.74 86. 82 13.18 [4]
EvIN=E A 216 88. 43 L4l 4,16 92.13 7.87 [5]
LA Hb 5 34 100 0 0 100 0 [6]
ML F S 200 100 0 0 100 0 [7]
HF 1L 3 27 88. 89 11.11 0 94, 44 5.56 [8]
W 17 94.12 88 0 97.06 2. 94 [97
[3iiE:3 44 95. 45 55 0 97.73 2.27 [9]
K g 39 94, 87 0. 00 5.13 94. 87 5.13 [9]
N NER T 54 96. 30 70 0 98.15 1.85 [9]
PRk 83 100 0 0 100 0 [10]
W R 49 100 0 0 100 0 [11]
HE¥ 5 iR 225 70. 22 28. 00 1.78 84.22 15.78 [9]
FE| 146 92. 47 .85 0.68 95. 89 4.11 [97
KA 389 94. 09 .66 0.26 96. 92 3.08 [9]
HE¥& 50 364 89. 60 10. 20 0. 30 94. 60 5.40 [12]
KT 370 96. 80 .20 0. 00 98. 40 1. 60 [12]
KB 280 98. 20 . 80 0. 00 99. 10 0. 90 [12]
KA 225 76. 00 14. 00 10. 00 83.00 17. 00 [13]
iRl 3 61 100 0 0 100 0 [14]
K 118 79. 66 17. 80 2.54 88.56 11. 44 [14]
KA 232 88.79 9.50 2.16 93. 32 6.68 [14]
B 79 0 0 100 0 100 [14]
W E 41 100 0 0 100 0 [14]
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Analysis of Pig RYR | Gene Polymorphism in

Heilongjiang Large Scale Pig Farm

ZHANG Dong-jie' ,CAO Yue’ ,HE Xin-miao' , WANG Liang' ,LIU Di'*
(1. Institute of Animal Industry, Heilongjiang Academy of Agricultural Sciences, Harbin,

Heilongjiang 150086; 2. College of Animal Science and Technology, Northeast Agricultural

University, Harbin, Heilongjiang 150030)

Abstract: Pork quality is always a key indicator in the process of pig breeding. Ryanodine receptor type 1 gene is

an effective candidate genes influence the quality of pork. Its 615" amino acid mutation is the main cause of por-

cine stress syndrome and PSE meat. Therefore, this gene was cleaned in many pig farm of domestic and over-

seas. The polymorphisms of RYR | of the reserved boar in 5 large scale pigs were detected by PCR-RFLP. The

results showed that 3 pig farms had nn genotype individual, but the number

was very little. The Nn genotype

individual existed in 5 pig farms and occupied 10% ~20%. These results indicated that the clean work of RYR

| was remain to be strengthened and there was still a great space to improve the pork quality.

Keywords: Minzhu;large white pig; RYR | gene;polymorphism detection
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