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Classification on Source-sink Type of Rice Population
in the Third Accumulated Belt of Heilongjiang Province

XUE Jing-fang
(Jiamusi Rice Research Institute of Heilongjiang Academy of Agricultural Sciences,Jiamusi ,
Heilongjiang 154026)

Abstract: In order to breed great rice germplasm suitable for the third auumulated belt,and make cultural meas-
ures, 26 rice varieties (or lines) of the third accumulated belt in Heilongjiang province was used to study classi-
fication of source and sink type under same cultivation management. The results showed that 13 source-sink
traits of 26 rice varieties (or lines) were summed up in five principal component factors, namely, leaf area in-
dex,sink capacity, grain number per panicle, harvest index and blighted rate, cumulative contribution rate of five
principal component factors reached 88. 04 %. Using clustering method, three types such as small source, sink
limited type,source-sink interaction type were classified for 26 high-yield rice varieties. Among them, source-
sink interactions type had comprehensively better traits with higher down three leaf area and leaf index, higher
sink-potential , higher economic index and yield, better balance of source-sink, which was used as the first choice
of parents,such as Longjing 20 and Longjing 27.
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Research on Phenotype and Development of Abortion
Top Spikelet in Rice (Oryza sativa L. )

JIANG Hui' , JIANG Shu-kun' ,CHEN Li-1i’ , WANG Jia-yu’ , BAI Liang-ming' ,SUN Shi-chen' ,

ZHANG Feng-ming'

(1. Cultivation and Farming Research Institute, Heilongjiang Academy of Agricultural Sci-

ences, Harbin, Heilongjiang 150086 ; Rice Research Institute, Shenyang Agricultural Univer-

sity,Shenyang, Liaoning 110866)

Abstract; In order to guide rice production and improve the yield, the abortion top spikeletvariety atsl and CK

variety Akihikari were used as materials to research the phenotype and development of young panicle and spike-

let. The results showed that atsl exhibited remarkable phenotypes with a number of whitish and undeveloped

(immature) spikelet in the primary branches at the top of panicle after heading. The abortion spikelet could de-

velop a pair of a pair of rudimentary glume,a pair of empty glume,lemma, palea.two lodicule,six stamen and

one carpel. But all these floral organs did not develop maturity. The top spikelet stopped developing at In 8.

Keywords: rice (Oryza sativa 1..); abortion top spikelet; phenotype; development
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