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DNA Extraction of Xanthoceras sorbifolia Bunge and
Optimization of RAPD and ISSR Reaction Systems

GUO Jing-liang, RUAN Cheng-jiang
(Institute of Plant Resources of Dalian Nationalities University,Dalian, LLiaoning 116600)

Abstract : In order to study the genetic diversity of Xanthoceras Sorbi folia germplasms, taking 48 individuals as
materials growing in natural cultivated population in the Qitai county of Xinjiang germpalsm nursery. Leaves
DNA of each sample were extracted using the modified CTAB method.RAPD and ISSR reaction systems were
optimized. The results showed that the optimal RAPD reaction system was in the total volume of 20 uL for
PCR amplification, containing 30 ng template DNA,2 L 10 X PCR buffer,2. 0 mmol+L"' Mg*" ,0. 1 mmol-L"
dNTPs,1U Tag enzyme. The optimal ISSR analysis reaction system was in the total volume of 20 pL. for PCR
amplification, containing 30 ng template DNA,2 pL 10 X PCR buffer, 2. 5 mmol+L" Mg*",0. 2 mmol-L"
dNTPs,1U Taq enzyme. In these optimum reaction systems, RAPD and ISSR analysis had stability and repeat-
ability very well.
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Analysis on Physalis Leaf Protein Differences
Under Low Temperature Stress

XU Lei' , TAN Fu-zhong' ,ZHENG Wei' ,SHI Chen' ,CUI Hong-qiu' , ZHANG Zhi-gang' ,ZHAO Yu¢’
(1. Daging Branch of Heilongjiang Academy of Agricultural Sciences, Daqing, Heilongjiang

163316; 2. Daging Branch of Heilongjiang Academy of Sciences,Daqing, Heilongjiang 163319)

Abstract: In order to provided more theoretical basis for studying the cold resistance mechanism of Physalis.,

taking Physalis seedling leaves as materials which had been processed under 25°C room temperature (control)

and 5°C low temperature, Physalis leal protein difference expression was analyzed with two-dimensional elec-

trophoresis of protein and mass spectrometry . The results showed that there were 16 protein spots which had

significant variations in protein expression amount. Compared with the control group,9 protein spots expression

amount increased.6 protein spots expression amount decreased and one new protein spot was found. Appraisal

identified that these differentially expressed proteins respectively belonged to metabolism related protein, signal

transduction protein,energy related protein,binding protein,resistance related proteins and so on.

Keywords: Physalis; protein differences; two-dimensional electrophoresis
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