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2000 bp

1000 bp

700 bp 5\‘ 750 bp
600 bp 500 bp
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400 bp 250 bp
300 bp

200 bp 100 bp
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PVSHHEERE G SUREPVYIRBERE N 6B YLHLIY DAL s
7:DL 2000 Marker

1:DL 100 bp Marker; 2:Detoxification tube seedlings; 3:Samples
infected PVA virus; 4:Samples infected PVS virus; 5:Samples
infected PVY virus; 6:Samples infected HLJY 1virus;

7:DL 2000 Marker

1 RT-PCR 4551k ik [
Fig.1 Sepcific amplification results
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Cloning and Sequences Analysis of Heilongjiang
Isolate Potato Virus Y CP Gene

GENG Hong-wei' ,GUO Yi-fan’ , WAN Shu-ming' , FAN Guo-quan' , WEI Qi' ,GAO Yan-ling' ,

ZHANG Wei'

(1. Virus-free Seeding Research Institute of Heilongjiang Academy of Agricultural Sciences.,
Harbin, Heilongjiang 150086; 2. Crop Breeding Institute of Heilongjiang Academy of Agri-

cultural Sciences, Harbin, Heilongjiang 150086)

Abstract: For the research of potato virus Y. pair of primers PVYF,PVYR were designed according to the com-
plete genome of potato virus Y (PVY) in GenBank,the PVY CP gene was amplified from strain isolated from
Heilongjiang. After that,the information of amino acid sequences with computer technology was studied. The
RT-PCR results showed that the primers could be amplified the CP gene fragment. The analysis of sequence re-
sult showed that the CP gene amino acid homology of Heilongjiang isolate and other 40 isolates of PVY in Gen-
Bank were 92. 1% ~97.4% ,CP gene was highly conserved that could be used as antibody gene to detect the

PVY virus.

Keywords: RT-PCR; potato virus Y; sequences analysis
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