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Research on Teaching Reform for Mechanical Basic
Course of Chemical Equipment of Forestry Chemical Engineering
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712100)

Abstract: In order to satisfy the demand of the modern forest chemical industry,and cultivate professional tal-

ents,according to the trends of development and training aims of forestry chemical engineering specialty, com-

bined with the features of mechanical basic course of chemical equipment,several aspects of teaching reform in

mechanical basic course of chemical equipment were explored, such as optimizing the teaching content,innova-

ting the teaching methods and improving the assessment system. In special,new research achievements,modern

teaching methods and flexible teaching assessment system were integrated into practical teaching, the innova-

tion capabilities of students were improved and good teaching effects were obtained.
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of Fagopyrum Miller

LI Rui-yuan' ,SHI Tao-xiong’ , LIU Xiao-jia’ , CHEN Qing-fu’

(1. Research Center of Buckwheat Industry Technology, Guizhou Normal University, Guiy-

ang, Guiyang 550001; 2. Key Laboratory of Information and Computing Science Guizhou

Province, Guizhou Normal University,Guiyang,Guizhou 550001 ;3. Panyu Entry-exit Inspec-

tion and Quarantine, Panyu, Guangzhou 510006)

Abstract; In recent years,the developing and perfecting biotechnology make certain research progress in buck-

wheat,for the further study on molecular genetics of Fagopyrum Miller, recent advances of interspecific rela-

tionship, genetic diversity, genetic map construction, gene cloning and function,and genome sequencing were re-

viewed, the problems were proposed and the preliminary discussion on development trend was made.
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