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Table 1 The serial number of extracted
DNA and materials
DNA %5 k2 B &I
DNA code Names Note
1 A 25 T A
2 ik 1% B A
3 (B F 25X I 4 BHF, B-121
4 iy 98-4598 B A R
5 (BF 25XHZ 4 5)F, &-120
6 (& 25X 15 98-4598) F, Pi-321
7 gk 4 B XA F 25F, ¥i-221
8 (B F 25X ¥HiZk 4 5)F; Bi-131
9 (& 25X 15 98-4598) F hi-322
10 (BF 25 X414k 1 BOF, B-122
11 (W 98-4598 X & =E 25)F, Hi-421
12 (B 25X HiZk 4 B)F, -131
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Table 2 Name and sequence of SSR primers
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3'-GCGATATAATGCACAAAGAAATTAAAGA -5’
Satt309 5-GCGCCTTCAAATTGGCGTCTT-3'
3'-GCGCCTTAAATAAAACCCGAAACT -5’
Satt082 5 -AATTCATTTAGGGAGTTGAT3'
3'-CTAGCCAATGTCATATGACT-5'
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Fig. 1 Amplified results of Satt082
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Fig. 2 Amplified results of Satt309
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Fig. 3 Dendrograms of soybean based on

loci related to resistance
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Molecular Marker Assisted Selection on Soybean
Resistant to Soybean Cyst Nematode

AN Yong-mei, WANG Jia-jun, LI Jin-rong, YU Bai-shuang
(Heilongjiang Academy of Agricultural Sciences, Harbin, Heilongjiang 150086)

Abstract; In order to verify the soybean resistance to SCN at the molecular level, taking resistance soybean and

susceptible soybean to SCN as materials,and SSR markers linked to the resistance genes to SCN were used to i-

dentify the fingerprint of the selected material of soybean. The results indicated that there was no amplification
result on Satt130 and no polymorphism on Satt301, but polymorphism showed on Satt309 and Satt082. The

clustering analysis showed that materials were separated into 3 classes,the Hefeng 25X Kangxian 4 reciprocal

cross,Kangxian 4 and resistant offspring 7,8 were in the same class,susceptible parent Hefeng 25 and suscep-

tible material 3 were in another class,so the materials could be separated into resistance and susceptible. Other

materials in the progeny were clustered in one class and did not separate the susceptible and resistant materials.
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