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defect pathogenicity genes of Xoo mutants
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and corresponding genes of rice
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Pathogenetic Genes of
Xanthomonas oryzae pv. oryzae

LIU Wen-ping' , WU Xian,GUO Dong-mei’ , WANG Ji-chu'
(1. Institute of Plant Protection, Jilin Academy of Agricultural Sciences/Key Laboratory of

Integrated Pest Management on Crops in Northest, Ministry of Agriculture,Gongzhuling, Ji-

lin 136100;2. Master Station of Agricultural Technology Extension of Jilin Province, Chang-

chun,]Jilin 130021)

Abstract: Xanthomonas oryzae pv. oryzae(Xoo) causes bacterial leaf blight which is one of the most serious

diseases in rice, and interacts with rice plants in a gene-for-gene manner. The genomic sequences of Xoo has

been sequenced which is accelerated a thorough understangding of gene functions. Hereby, identification of

pathogenetic genes of Xoo in recent years was summed up to analyze gene function. Mutant strains had been in-

oculated rice for identifying pathogenicity and variation of themselves were concluded. Moreover,a detailed re-

view on the current knowledge of the identification of avirulence genes was made in order to provide a basis for

breading and studying pathogenetic genes and pathogenetic mechanism.

Key words: Xanthomonas oryzae pv. oryzae;pathogenicity;avirulence gene
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