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Table 1 Cultivars and its sources
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Table 2 The primers used for PCR

Gk HEIE R J7 51 (5~3) i T i B/ bp
Primers Target gene Sequence Location Expected size
PibdomF Pi-b GAACAATGCCCAAACTTGAGA 8699-8720 365
PibdomR GGGTCCACATGTCAGTGAGC 9016-8996
Lysl45F TCGGTGCCTCGGTAGTCAGT 37285710-37285729 803
Lysl45R GGGAAGCGGATCCTAGGTCT 37286477-37286458
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Fig.1 PCR amplification of Pi-b gene for different rice cultivars

A. The Dominant marker Pibdom of resistant Pib;B. The Dominant marker Lys145 of recessive Pi-b ;

Lane 1 ~ 19 were rice cultivers BL-1, LTH, Hejiang 19, Hejiang 21, Longjing 3, Longjing 4, Longjing 7,

Longjing 8,Longhua 00-835, Longjing 10, Longjing 14, Longjing 20, Longjing 21, Longjing 25, Longjing 26,

Longjing 27, Longjing 28,Kongyu 131,Kendao 12
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Molecular Marker Detection of Rice Blast Resistance Gene
Pi-b in Heilongjiang Rice Germplasm Resources

HUANG Xiao-qun, PAN Guo-jun, ZHANG Lan-min, WANG Rui-ying, GUO Zhen-hua, ZHAO

Hai-xin,ZHOU Tong

(Jiamusi Rice Research Institute of Heilongjiang Academy of Agricultural Sciences,Jiamusi,

Heilongjiang 154026)

Abstract; In order to confirm the distribution of rice blast resistance gene Prb in Heilongjiang rice germplasm

resources, Molecular marker detection of rice blast resistance gene Pi-b was operated for 72 rice local cultivars

commercially grown and germplasm in Heilongjiang province. The results showed that eleven rice local culti-

vars were identified which contain P#b gene, including Hejiang 21, Longjing 3, Longjing 4, Longjing 7,

Longjing 14, Longjing 25,Jiahezaozhan, Kongyu 139, Luweidao, Ha 05-203 and Zhonglongxiangjing 1.

Key words: rice;rice blast resistance; Pi-b gene;dominant DNA marker
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