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Table 1 Analysis on the agronomic traits of space mutation materia
. B 5/ cm K /em N % TR /g R /g L] 4 /kge hm?
Varietics Plant Spike Spikelet 1000-grain Bulk Yield
height length number weight density
Je# 26(CK) Longmai 26 79.30%0.99 ¢ 8.85+0.21a 15.0040.28 a 32.25+4.59 a 791.50+24.74 a  4285.35+724.13 a
09k215 91.4045.09 a 8.85+.3.04a 16.60+2.82a 34.15+2.05a 811.00+26.87 a  5164.434+1711.95 a
08k499 87.95+4.17 ab  8.3540.21a  14.50-0.42 a 32.00%3.53 a 806.50+17.67 a  4462.05+1036.13 a
07k469 88.10+1.55 ab  8.6540.07a 14.80F0.28 a 33.60+0.14 a 802.50+41.71 a  4482.38+1588.73 a
06k641 83.1045.51 be  8.7540.07a  14.300.99 a  30.95+3.88 a 795.00+16.97 a  4487.254780.45 a
35 10 B (CK) Kefeng 10 90.45+0.35a  7.85+0.07a  15.1040.14 a  30.90F4.24 a  785.00+4.24 a 4436.85+773.1 a
09k415 84.6540.49 abc 8.100.71 a  14.55+0.07 a 29.85+4.17a 781.50+3.53a  4380.83+1006.43 a
09k425 90.8040.28 a  8.4010.56 a  15.100.70 a 30.75+4.17 a 780.50+3.53 a  4614. 1511064, 63 a
08k539 88.9542.61 ab 8.5040.57a  15.850.78 a 29.25+4.45a 780.50+0.70 a  4527.08+1026.60 a
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Note: The values show in the table is twice repeated mean = standard deviation; Different lowercases mean significant difference at

0. 05 level.
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Fig. 1 Space carrying material and its SSR primer polymorphic fingerprints
CK:Longmai 26;1:09k215;2:08k499;3:07k469;4:06k641
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Table 2 SSR analysis of the space mutation material genome

iR Qb PR Xgwm Xgwm Xgwm Xgwm Xgwm Xgwm Xgwm Xgwm Xgwm Xgwm
Varieties Treatments 44-7D 429-2B 120-2B 149-4B  155-3A  400-7B  190-5D  261-2D  285-3B 294

J¢ % 26Longmai 26 CK — — — — — — — — — —

09K215 CP b - - b — a a - b a,c
08K499 Cp b - b b - a — - a,b c
07K469 CP b — b b — a — — b a.b
06K641 CP b b - b - a a b a,b a,c
73 10 5 Kefeng 10 CK — — — — — — — — — —
09k415 CP a - b a a a b - - -
09k425 CP — — b — a a b — — —
08k539 CP — — b — a a a,b - - -
TR Kb 3 Xgwm Xgwm Xgwm Xwme Xwme Xecfd Xefd Cwem Barc Barc
Varieties Treatments 437-7D  533-3D  304-5A  517-7B  522-2A 76-6D 29 40 28 80
Je# 26 Longmai 26 CK - — — — — — — — — —
09K215 CP a a,b b c — b a a b c
08K499 Ccp b b b ¢ - b - a b c
07K469 cp b a b ¢ - b a a b c
06K641 Ccp b a b ¢ — b a a b c
75 F 10 5 Kefeng 10 CK — — — — — — — — — —
09k415 CP — b,c — — — — a b.c a —
09k425 Ccp - b,c — — — - — b,c a —
08k539 Ccp - c - - b - a b,c a -
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Note: Different lowercase after different sites means their chromosomes;a means amplified fragment increase;b means fragments am-

plified reduce;c means amplification fragment length difference; — no change.
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Study on Spring Wheat Variation of
Progeny by Space Induced Mutation
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longjiang 150086 ;2. Virus-free Seeding Research Institute of Heilongjiang Academy of Agri-

cultural Sciences, Harbin, Heilongjiang 150086)

Abstract; In order to explore and study the mutation of spring wheat offspring further, the agronomic trait and

DNA polymorphism of 7 lines after the planting of space mutation seed of pure line Longmai 26 and Kefeng 10

were investigated and analyzed. The results showed that the mutant plants had more variation in yield charac-

ters than the original varieties and mostly positive mutation. Mutant plants and native species existed between

different levels of microsatellite polymorphism,there were 3 types of mutations amplified among 27 groups of

SSR primers:fragments amplification increased,amplified fragment decreased and different length of amplified

fragment, the single mutation types were in the majority.

Key words: wheat;space induction;character variance;microsatellite analysis



