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SSR marker Xcfa2019 in some wheat germplasm
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Table 1 The identification result of stem rust resistance of wheat germplasm in field
RN R TRERE R/ % R eEE WEE/ N
ok . ok .
Infection % Prevalence Infection % Prevalence
Materials Materials

type Severity rate type Severity rate
StemRstRtsisqnt-1(B) 0 0 0 StemRstRtsisqnt-44(B) 0 0 0
StemRstRtsisqnt-2(B) 0 0 0 StemRstRtsisqnt-45(B) 0 0 0
StemRstRtsisqnt-3(B) 0 0 0 StemRstRtsisqnt-46 (B) 0 0 0
StemRstRtsisqnt-5(B) 0 0 0 StemRstRtsisqnt-47(B) 0 0 0
StemRstRtsisqnt-7(B) 0 0 0 StemRstRtsisqnt-48(B) 0 0 0
StemRstRtsisqnt-8(B) 0 0 0 StemRstRtsisqnt-49(B) 0 0 0
StemRstRtsisqnt-9(B) 0 1 5 StemRstRtsisqnt-50(B) 0 0 0
StemRstRtsisqnt-10(B) 0 0 0 StemRstRtsisqnt-51(B) 0 0 0
StemRstRtsisqnt-11(B) 0 1 5 StemRstRtsisqnt-52(B) 0 0 0
StemRstRtsisqnt-12(B) 0 0 0 StemRstRtsisqnt-53(B) 0 0 0
StemRstRtsisqnt-13(B) 0 0 0 StemRstRtsisqnt-54(B) 0 0 0
StemRstRtsisqnt-14(B) 0 0 0 StemRstRtsisqnt-55(B) 0 0 0
StemRstRtsisqnt-15(B) 0 0 0 StemRstRtsisqnt-56 (B) 0 0 0
StemRstRtsisqnt-16 (B) 0 0 0 StemRstRtsisqnt-57(B) 0 0 0
StemRstRtsisqnt-17(B) 0 0 0 A5 5 (B) 30 30
StemRstRtsisqnt-18(B) 0 0 0 T4 02-0667(B) 0 0 0
StemRstRtsisqnt-19(B) 0 0 0 T 37(B) 1 0 10
StemRstRtsisqnt-20(B) 0 0 0 F1[® #F (B) 3 80 80
StemRstRtsisqnt-21(B) 0 0 0 FAE(D) 1 0 30
StemRstRtsisqnt-22(B) 0 0 0 McNair701(B) 3 80 100
StemRstRtsisqnt-23(B) 0 0 0 w10 5(B) 0 0 0
StemRstRtsisqnt-24(B) 0 0 0 e 11(B) 0 0 0
StemRstRtsisqnt-25(B) 0 0 0 TFF 12(B) 0 0 0
StemRstRtsisqnt-26 (B) 0 0 0 o 13(B) 0 0 0
StemRstRtsisqnt-27(B) 0 0 0 wEHE15B) 0 0 0
StemRstRtsisqnt-28(B) 0 0 0 W 35 (B) 0 0 0
StemRstRtsisqnt-29 (B) 0 0 0 TR 16(B) 0 0 0
StemRstRtsisqnt-30(B) 0 0 0 TR 20(A) 0 0 0
StemRstRtsisqnt-31(B) 0 0 0 TR 21(B) 0 0 0
StemRstRtsisqnt-32(B) 0 0 0 e tE 3 16(B) 0 0 0
StemRstRtsisqnt-33(B) 0 0 0 FER#E 17(B) 0 0 0
StemRstRtsisqnt-34 (B) 0 0 0 T 18(B) 0 0 0
StemRstRtsisqnt-35(B) 0 0 0 BIJL10%5(A) 0 0 0
StemRstRtsisqnt-36(B) 0 0 0 BRK85(A) 0 0 0
StemRstRtsisqnt-37(B) 0 0 0 Jt# 4 5B 0 0 0
StemRstRtsisqnt-38(B) 0 0 0 . # 26(B) 0 0 0
StemRstRtsisqnt-39(B) 0 0 0 W7 30(B) 0 0 0
StemRstRtsisqnt-40(B) 0 0 0 ¥4 33(B) 0 0 0
StemRstRtsisqnt-41(B) 0 0 0 /N TE (B 4 90 100
StemRstRtsisqnt-42(B) 0 0 0 Sr22(A) 0 0 0
StemRstRtsisqnt-43(B) 0 0 0

AR bl A RIR S Sr22 JEH B RN T Sr22 SR .

Note: A and B in the brackets reference the Sr22 gene in or not in the cultivar.
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Molecular Detection of the Resistance Gene
Sr22 to Stem Rust in Wheat Germplasm

MA Yong
(Keshan Branch of Heilongjiang Academy of Agricultural Sciences, Keshan, Heilongjiang 161606)

Abstract : Sr22 is an important stem rust resistant gene,not only resistant to the domestic main stem rust races, but al-
so to the new virulent pathogen Ug99 (TTKSK) and its variants races TTKST and TTTKS. The microsatellite mark-
ers closely linked to Sr22 were screened to be gene diagnose for resistant germplasm and varieties. Sr22 gene in wheat
cultivars was identified by using a SSR marker Xcfa2019, the marker with good repeatability and high accuracy and
could be therefore used for the identification of Sr22 in wheat breeding programs. The results indicated that 0 genotype
carried the resistance gene among the 58 improved resistant Ug99 wheat cultivars from abroad and domestic, and 3
genotypes carried the resistance gene among the 18 main cultivars of Heilongjiang, with a frequency of 4. 0%. It reflec-
ted that Sr22 occupied a certain proportion in Heilongjiang main plant cultivars and it should be continue to strengthen

use of S22 in wheat breeding program in the future.
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