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Fig. 1 Electrophoresis results of extracting total RNA of blueberry by different methods
a UK CTAB K& ;b K TRIzol ik ;¢ KX &3k d Jy SDS K&k ki 1 R4 2R 0121

525 UKGE 2 5 BUYR 52

a is modified CTAB method; b is TRIzol Kit method; ¢ is Detection Kit method; d is SDS

method;lane 1 is fruit at young fruit stage;lane 2 is fruit at full maturity stage
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Table 1 Ultraviolet absorption result of extracting total RNA of blueberry by different methods
J5 ¥ Method HSZAY Fruit stage OD250/ODyso OD350/ODaso 2%/ ugeg! Yield
MR CTAB ¥ Modified CTAB method 4 1 2.05 2.14 23.978
g8 L] 1.97 2.21 30. 817
ik 7 &% Detection Kit method 2R — — —
Y 1.27 1. 69 10. 1
SDS #: SDS method 40 R ) 1.35 0.95 7.4
A 1.85 1.54 14. 995
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Fig. 2 Electrophoresis result of PCR product
VKIE 1 & RS, PGB 2 58 BV R 5
lane 1 is fruit at young fruit stage;lane 2 is fruit at

full maturity stage
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Comparison of Methods for Total RNA
Extraction from Blueberry

SUN Ying, HOU Zhi-xia

(The Key Laboratory for Silviculture and Conservation of Ministry of Education, Beijing For-

estry University,Beijing 10083)

Abstract; In order to extract high quality RNA from blueberry, modified CTAB, modified SDS, Trizol Kit and

total RNA extraction kit were used to extract total RNA from blueberry fruits of different development stage.

The results showed that modified CTAB was considered to be the most favorable methods for RNA isolation

from blueberry, RNA with high yield and quality. Following this efficient procedure, we routinely obtained

23.978 pgeg'total RNA from young fruit stage and 30. 817 pg+ g total RNA from full maturity stage, the

brightness of 28s:18s was about 2:1,the ratios of ODy,/OD,g, =

1.8~2.0 and ODys/ODss >>2. 0. The RNA

was suitable for some biotechnological researchers,such as RT-PCR and transcription sequencing.

Key words: blueberry; total RNA ;extraction methods
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