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Porcine MC4R Gene Haplotypes Detection and Analysis

ZHANG Dong-jie

(Animal Husbandry Research Institute of Heilongjiang Academy of Agricultural Sciences,

Harbin, Heilongjiang 150086)

Abstract; Melanocortin-4 receptor(MC4R)is a member of the superfamily of G protein coupled receptors,which

affects body weight, energy homeostasis and food intake in human and many animals. The coding region of

MC4R gene in 23 landrace, 25 large white pig, 19 Min pig and 7 wild boar were investigated using clone se-

quence method. The results showed that 72 SNPs were found. the frequency in which happened more than twice

were 6,3 were missense mutation,caused the substitution of amino acids polypeptide chain. 6 SNPs composed

14 haplotype.H1,H3,H5,H6,H7,H9,H11 and H14 were {irst found.
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