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TILLING Technology and Its Application Status on Crops

WANG Wei-wei
(Agricultural Products Quality and Safety Research Institute of Heilongjiang Agricultural A-

cademy of Sciences, Harbin, Heilongjiang 150086)

Abstract; TILLING technology is a new reverse genetics strategy. The article introduced the principle, process

and characteristics of TILLING technology.as well as its applications on wheat,maize and rice research.

Key words: TILLING technology;reverse genetics strategy;application status
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