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Study on Breeding High Yield Wheat by the Hybridization of
Two Different Wheat-Rye Substitution Lines

DING Hai-yan' ,ZHANG Li-min’ ,ZHENG Mao-bo’ ,LI Ji-lin*
(1. Daging Normal University, Daqing, Heilongjiang 1637125 2. Jiamusi University, Jiamusi,
Heilongjiang 154007 ; 3. Harbin University, Harbin, Heilongjiang 150086 ; 4. Harbin Normal
University, Harbin, Heilongjiang 150025)

Abstract: In order to create high yield wheat with big ears which have very important value in wheat breeding
and production, the lines with big ears and multispikelets in the crossing between wheat-rye substitution line
5A/5R and 6 A/6R were selected. 7 lines were obtained:09-4,09-5,09-7,09-8,09-9,09-10,09-11. By field ob-
servation and cytological analysis, these lines were useful for the genetic stability and fertility and dry and dis-
ease resistance and they had multispikelets with more number of grains per ear,higher grain weight,more ears
per plant as well as other good characters. The results showed that these lines had very important value in pro-
duction and wheat breeding.

Key words: wheat; rye;substitution line; hybridization
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Primers Selection and Its Application of Detecting the
Enterococcus esp Gene based on PCR Method

WEI Yu-mei' , HE Xiao-qing' ,CHENG Gang’ , LI Jia-su’
(1. Biological Sciences and Technology College of Beijing Forestry University, Beijing
100083;2. Life Science College of South Central University for Nationalities, Wuhan, Hubei
430078)

Abstract ; Nowadays the global water environment has been seriously threatened by human activities,and the fe-
cal contamination become increasingly serious. Therefore to ascertain whether the water environment suffer
from fecal pollution is significant for public health and environmental management etc. In this paper,esp gene
located in the pathogenic bacteria, enterococcus,in human enteric canal was introduced to work as a molecular
marker for detecting human fecal pollution in water environment. And three pairs of typical primers were dis-
cussed in PCR method. Then the optimum primers and PCR reaction conditions were obtained and were applied
to detect Nanhu water samples in Wuhan, Hubei province. The result indicated that the sequence of esp gene
could be amplified by the optimum primers,and its optimum annealing temperature was 52 C. Meanwhile, the
water samples in Nanhu which showed the positive results in enterococcus detection verified the reliability of the
optimum primers.

Key words: water environment; MST ;enterococcus;esp gene; PCR detection



