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Application of DGGE in Soil Microorganism

SONG Yang, LI Zhu-gang
(Biotechnology Research Institute of Heilongjiang Academy of Agricultural Sciences/Key

Laboratory of Crop and Livestock Molecular Breeding of Heilongjiang, Harbin, Heilongjiang
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Abstract: Based on modern molecular technology, DGGE is a powerful tool for the analysis to understand com-

munity structure of soil microorganism,which can directly separating DNA clips. It has obvious advantages and

it is one of the most useful research methods in soil microorganism. In this paper,the principle and the applica-

tion of DGGE in soil microorganism were briefly introduced, while the advantages and limitations of this tech-

nique were also evaluated.
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