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Comparison of (Jassification Methods of Maize Inbred Lines into Heterotic
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150086)

Abstract; Maize germplasm resources are human valuable material wealth, a large number of germplasm resources are the ba-
sis of maize breeding. Dividing reasonably and accurately maize hetemtic groups and establishing hetemtic corresponding
model that inbred lines hybrid combination of matching and breeding efficiency could be effectively improved. In this papes

it showed that the molecular maiker technology in hetewsis group had advantages over other methods by companng the
several different classification methods of hetewtic advantage groups of maize.
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