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Construction of Cucumber Regeneration System and Genetic
Transformation System

YE Yong-liang DU Bo
(Harbin Academy of A gricultural Sciences, Harbin, Heilongjiang 150070)

Abstract: Taking cucumber (Cucumis sativus L.) “ Hayan No. 3” as the test material using tissue culture technology system
to explore induction efficiency of adventitious shoot for cotyledon or cotyledon node as explants. Then the cotyledon node as
aregeneration system and genetic transformation system was determined as test materials. And systems of different PG Rs
concentration on adventitious bud induction adventitious shoot elongation and rooting stages of impact were discussed. Final-
ly, the“Hayan No.3” the high-frequency regenemation system of cucumber was set up. Cotyledon node at the root end-stage
ex pansion of the antibiotic (Km ) concentration was explored and a more approprate genetic transfommation system was
constructed for genetically modified job thus laying a solid foundation.
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Role of the Transcription Factor CBF in Plant Cold Resistance

LU Yan-min, SU Chang-qing LIU Hai-peng
(Life Science Department of Hengshui University, Hengshui, Hebei 053000)

Abstract; CBF transciiption factor played an important role in the process of cold resistance. Low temperature could induce
the expression of CBF transcription factor, which specifically bound to the promoters containing CRT/ DRE cis-acting ele-
ments, and then activated the expression of COR gene. Asa result the resistance to cold was enhanced. At present there were
so many reports on the success introduction of CBF gene into plants and it would provide a new method to the stress resist-
ance breeding of plant.
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