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Optimizing the RAPD Reaction System of Flax and Screening Primers

HUANG Wen-gong
(Industrial Crops Institute of Heilongjiang Academy of Agricultural Sciences, Harbin, Heilongjiang
150086)

Abstract; This experiment optimized the RAPD reaction conditions of flax. During 25 L reaction system it contained 10X

Buffer, Mg?" (1 mmol® L' '), Taq enzyme 1 U, Genome DNA 50 ng dNTP 0.25 mmol° L' and RAPD primer 1. 5" mol °

L'. The process of PCR were 94°C predenatalizating for 4 min 40 cydes(94 C denatalizating for 40 s 37 ‘C annealing for 1
min 72°C extending for 90 s), 72°C extending for 10 min. M eanwhila the experiment used 3 typical flax vareties to screen
12 primers which had high level polymorphism and repeatability from 70 primers. This research made the foundation for the
molecular identification of flax.
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