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Construction and Identification of cDNA Libraries of Soybean Treated by
Drought and Low Temperature

YANG Gui-chun', LIU Hai-long' . WANG Shi fa', LIU Shu-lian', WEI Zhengyi', CAI Qin-an’, XING Shao-chert
(1. Industrial Botany Institute of Jilin A cademy of A gricultural Sciences, Gongzhuling, Jilin 136105; 2. Bio-
technology Research Center of Jilin Academy of A gricultural Sciences, Changchun, Jilin 130124 )

Abstract: Two kinds of mRNA were isolated from cultivated soybean varety Jilin 35 pre-treated with drought and low tem-

perature at seedling stage antr transcripted into cDNA, to constmuct two relevant fusion expression libraries with insertion of

these ¢cDN A collection. T he primary analysis showed that the titer of two initial libraries were 2. 75X 10 pfu * mL ' Cdrought)

and 5. 52X 10° pfu° mL"! (low temperature). The size of mostly insertion was between 0. 5and 2.0 kb. The construction of

these two librares will be helpful for the related gene isolation in the future.
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