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Application of Bio-technique in the Improvement of
Wheat Quality Traits
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(Center of Agricultural Products Testing of Heilongjiang Academy of Agricultural Sciences,
Harbin 150086)

Abstract: W heat is one the most important crops in the world. Wheat qualitative traits are important breeding ob-
jective. This paper reviewed research status of somaclonal variation transgenic, molecular markers and marker as-
sisted selection on wheat qualitative traits. Problem in current research and developmental direction also were dis-
cussed.
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