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The Procedure and Methods for Analyzing Gene
Function by T-DNA Tagging

HOU Lei-ping, LI Mei-lan
(Horticulture College of Shanxi Agricultural University, Taigu 030801)

Abstract; The paper summarized the procedure for analyzing gene function by T-DN A tagging and the methods to
clone the tagged gene of mutants gotten by transformation which would facilitate the analysis of gene function u-
sing T-DNA tagging.
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