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Prospect of Salt-tolerance Genetic Engineering in Plant

ZHANG Heng, FU Chang, CUI Ji-zhe
(College of Life and Environment Sciences, Harbin Normal University, Harbin 150025)

Abstract: With the developing of biomolecular technology, research in salt-tolerance genetic engineering in plants
becomes a hotspot, plant genetic engineering provides a way for breeding new salt-stress resistance varieties. Lots
of genes have been cloned, such as ionrregulation related genes, osmoregulation related genes oxidation regulation
related genes, salt-stress related signal transduction genes and other transcription factors, and some of them have
been used in molecular breeding. This paper highligh ts and discusses the progress in the study of genetic engineer
ing to salt-tolerance.
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Screening of Antagonistic Actinomycete Aganst Head Smut Disease in

Maize and Its Inhibitive to Teliospore Germination

LIU Hong liang', WANG Xian-feng, LIU Hui’, SHEN Guo-sheng’, XIE Li-huan’
(1.Plant Ssciences and Technology College of Heilongjiang August First Land Reclam ation Uni-
versiti, Dagqing 163319; 2. Plant Protection Station of Heilongjiang General Cultivation Office,
Harbin 150036; 3. Heilongjiang A cademy of Agricultural Reclamation Sciences, Jiamusi 154007 )

Abstract: 47 strains A ctinomycete were isolated from soil samples. 6 strains out of them had more inhibitive to teli-
ospore germination. The metabolic products of S-1 was the most inhibitive with inhibition rate 76. 56%, H-2land
S-12came the second with inhibition rate70. 15% and 56. 87 %, respectively.
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