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RAPD Analysis in the Four Kinds of Color flowered
Salvia splendens Ker Gawl

HU Gueo fu, LI Feng lan. YUAN Qiang HU Bae zhong
( Life Science College, Northeast A gricultural U niversity, Harbin 150030)

Abstract: Four kinds of Color flowered Savia splendens Ker Gawl were analyzed using RAPD. The
results showed that the optimal RAPD reaction conditions were as follows: The optimal reaction mix

ture 25 L total volume) contained 2. 0 4 1, 10X buffer, 0.45 mmol- L-! dNTPs, 2.0 mmol- L-!
Mg®", 2U Taq DNA polymerase, 0.30 #mol- L™' primer and 40 ng genomic DNA, 84 bands were
amplified from 12 primers used the differential bands had 28 bands which account for 33% of total
bands. In cluster group analysis, the four kinds of color flowered were divided into 2 styles: at the
first the red color and red white color were grouped together, then they grouped with purple color in

to one cluster and the white color was single.
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1 RAPD

L0l 5 -GGCATGACCT-3 8 3
L04 5 -GACTGCACAC-3 6 4
LO7 5 - AGGCGGGAAC-3 8 4
L1l 5 -ACGATGAGCC-3 7 2
L12 5 -GGGCGGTACT -3 6 4
L13 5 —ACCGCCTGCT -3 5 2
L14 5 -GTGACAGGCT -3 8 1
002 5 -ACGTAGCGTC-3 6 3
F3 5 -CCTGATCACC-3 10 3
A05 5 - AGGGGTCTTG -3 8 2
P1 5 -GTAGCACTCC -3 7 0
G4 5 -AGCGTGTCTG -3 5 0
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