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Progress of Wheat Improvement for Scab Resistance
SONG Feng-ying LI Lan-fen, CHEN Li-jun, SUN Lian-fa
(Crop Breeding Institute of Heilongjiang Academy of Agricultural Sciences, Harbin 150086)

Abstract: In this paper, We summarized the current research data of scab damage. resistance ge-
netics of wheat and scab resistance of wheat wild relatives. We also analyzed the data on resist-

ance gene locations and their molecular markers and then proposed new path of wheat improve-

ment for resistance to scab.
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