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Establishment of Reaction System for the Assay

and Usage of SSR in Alfalfa
ZHANG A-ying, HU Bao-zhong, JIANG Shu-jun, HU Guo-fu
(Northeast Agricultural University, Harbin 150030)

Abstract: Local samples in Medicago sativa were studied using SSR technique. Based on the genomic DNA
extracted from alfalfa, essential factors affecting the result of SSR assay were tested and compared. An optimal

reaction system suitable for the assay and usage of SSR in alfalfa was established.
Key words; alfalfa; simple sequence repeat; affecting factors
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