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Bioinformatics Analysis of SEs Gene Family in Maize

WU Li-ren' , ZHANG Dong-xue’ , TANG Gui’, SUI Dong-hua’, WU Xin-juan’ , GAO Jia-yuan®,
WANG Teng’ , WANG Lu-yao’
(1. Institute of Economic Crops, Heilongjiang Academy of Agricultural Sciences, Harbin 150086, China;

2. Institute of Rural Revitalization Science and Technology, Heilongjiang Academy of Agricultural Sciences,
Harbin 150023, China)

Abstract ; In order to learn the function and phylogenetic relationship of SEs gene family in maize, bioinformatics
methods were used to identify the maize SEs gene family.and the physicochemical properties, protein secondary
structure, evolutionary relationship, gene structure, conserved structure, amino acid sequence, chromosomal
localization and promoter. The results showed that a total of 10 members of the maize SEs gene family were
identified in maize. The protein-encoding amino acid sequences ranged in length from 320 to 534 .the molecular
weight ranged from 33. 85 to 56. 94 kDa,and the isoelectric points varied in the range of 6. 57 to 9. 15. The
results of subcellular localization prediction showed that most of the maize SEs proteins were located in the
cytoplasm and protoplasm, the phylogenetic tree divided the maize SEs gene family into three branches, the
conserved motif analysis of the gene structure showed that there were certain differences in the maize SEs gene
family. The members of the maize SEs gene family were mainly distributed on Chrl,Chr5 and Chr9,amino acid
multiple sequence alignment analysis showed that 10 maize SEs gene family members had certain similarity,
there were 10 Motifs in protein sequence, promoter cis-acting element analysis showed that maize SEs genes are
mainly regulated by light response and jasmonic acid signal response.

Keywords: maize; squalene epoxidase; bioinformatics
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