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LREW 8L ISSR5I M ISSR-PCR 25 3t 61 £ 4%, 5B EF A2 5. FH S EBLEA 86.0%,
WM LB ERAAAMARKO0. 736 KPP LT oA KEB, BLHE —KEBL0.760 £ TR A HA LB,
18 Fhefdt 2 M B M 9 ARM R K A 0.6250~0.938 3, FHHAARMAKA 0.784 2, K AKX RZ Mty 12 %
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HATEAGATI e . FER L858 T ISSR HAR
SRAP Fric £ AR 78 2 46 H 9 b 5 95 U5 5% o 1) 7
FHEUIR

ABEFE R ISSR 43 h i 2 AR 43 41 g J7 1l
DX T =2 it o st A% 22 R R L DA RE 08 Oy ) R =2 K
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A v o B S LAt o DA T 6 FEE T 37 0 g 85K 22 A 5 0K
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Pt 22 R e
1 MR 505k
.1 ##

HE AR 18 Tl A [w] ) g 0 22 5 b o phy S0
Ak TREHON 22 BE >4 46 3 M AR 4 . 5 HUAS 1 ) it
2SO A3 0 B B 3 0 CE AR A IS I B AR,
L A —80 Cyk A TP R AE % .

1.2 FHik

1.2.1 DNA #RAE%RN RHBA XK
CTAB 7548 BUMIBE > DNA™ ) 338 i fi it 43 okt
B T 0 B i R P UK R TR S DN (1 9 i
KA,

1.2.2 ISSR 314y isie 11 &5t
3 3 v AR A PR BB B T 3 L A 1S 2% 15 BT
AR HE R RERNEIY.

1.2.3 ISSR-PCR i& X 2 & #9441t ISSR14 %
L1 AN YRR 1 Sy 1 5 0 =2 R L B R K
JEE N 46.48.50.52,54 1 56 °C 3k 6 A~ iR B B
FE ARIEC 35, AT RS T



12 1 FFHE A M ISSR 4 F ARie o w BB 2 R B AP OB 0915 4 5 AR H 7 | A
® 1M R ER PCR ¥ #4F2)% .94 °C, WA P 7 min, (94 °C,
Ty P30 ARPE 45 s, 3B O EE T AR R IR A . B 45 s,

1 i 72 °C ,FEAH 2 min)35 PMFFR,72 °C ,Uqa 10 min,
2 PNLED 4 °C 597,
3 LELES 1.2.5 #3454 ISSR-PCR ¥ #=#H 1.5%
' FreL R fi BN I T Yk E AT K UL A TR ISSR-PCR
; s 7 0 080 350G 40 I P VK 4 B 0 T B bR
; — Trans2K % Plus II DNA Marker, % 5 & M & #F
. . H 7 4 A R AT R 17 TR 07 T
9 WA KA R IHHIE S & A5 &0 500 Excel 0-1
10 FERT FEWE . BH NTSYS-pe2. 10 B ab 38 R 26
11 i3 B R AR AL S 2 3 C(UPGMAD L 4R i fir 3k
12 i 5109 388 1 AR 22 B30 o7 RS APIR 1AL
13 e T =
b bk 2 iR 55br
- P 2.1 DNARBEEHH
16 I 47 PL6 S Hes R, /1 R8T, R CTAB &%
17 KB PRI i > DNA B 57 & 48 Bk ok B v, HL
18 HEEA TE 260 nm Zb A . K CTAB 3&$2 B /0 A

1.2.4 ISSR-PCR # ¥4 5 PCR R WikZ .k
mn AR AL 25 L (% Taq B 12. 5 pL.ddH, O

10.5 pL 5149 1 p L FIIHE 22 BE 5L DNA 1 gl
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8 000 bp
5000 bp
3.000 bp
2000 bp

M. Marker 8 000; ki 1~6. fRFHIHE A W 3= K HET .
WYL Tl R FOE TS 10 51

B2 1.5%BBE4ER RN DNA 4 & i ik E
2.2 ISSRyFHriEEEZMBEISHL
2.2.1 ISSR 314y eyie#F  RH ISSR 4r FHric
AR Y, 2k B 10 4~ UBC 230514 DL &
W59 ISSR14, DL BUAY 18 Fb il i = A% 5 119
DNA St , #47 PCR 74,

DL HH e 1 100 R 1 R 22 2P Sy DU A e
8 AN G AT 91U 22 R A AR 2 RS T o
52k ISSR14, UBCS15, UBCS25, UBC827, UBC835,
UBC855.UBC856 il UBC868,

M1 23456 7891011 12131415161718

M. Marker 8 000; 3K ifi 1~18. 1~18 5 Ml > 4 5
B3 3|9 UBCS35 R

2.2.2 BXKBEMAZ ISSR 5IWHEMIE KR
JEANEE 2 iR, LA 1 S kE 5 DNA SR i UBC827
S A H, UBCS27 iR JOR BE 452,87 'C, H
Kl 4 ATE 3 1538 KR BE <52 "C e, Rl
RO, H 20 WoR A58 4 10 B TS i 3
RS 2 T SR O W s R B =54 °C
B 3 3 2% iy T AT R AT
2.3 ISSR AE 5|18 & K HESH

HH 2% 3 AJ 1.8 50 W db i1 i 61 ScfaE
VM AR B 450 . 52 SRR R IR R 2D
MR N 86. 020 G WIREIE Y 3 ok (T3
FAIET. 655, K/MTE 100~2 000 bp Z i), &
5 FIE 6 AT B WL F (A — b g R 22 RE O 7R
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() 51 49y v 2 ] — A 5 | W 7 S TR A it v 7 094 o 1) 2%
R BOTE WA 25 .
®2 ISSRAFHRIEIUEEMBIEE

MRk FfiB ok

Gk E A= 5 (5 ~3") o o
WEE/C o WE/T

ISSR14 ~ BDBACAACAACAACAACA 48.11 55
UBC815  CTCTCTCTCTCTCTCTG  46. 89 54
UBC817  CTCTCTCTCTCTCTCTA  45.34 50
UBC825  ACACACACACACACACT  51.71 54
UBC827  ACACACACACACACACG  52.87 52
UBC835 AGAGAGAGAGAGAGAGYG 50.57 55
UBC848  CACACACACACACACARG  52.68 16
UBC855  ACACACACACACACACYT 53.44 50
UBC856  ACACACACACACACACY  53.13 50
UBC864 ATGATGATGATGATGATG 44.07 53
UBC868 GAAGAAGAAGAAGAAGAA 43.65 50
§000 bp

3000 bp

2 000 bp

1 000 bp

750 bp

500 bp

250 bp

100 bp

M. Marker 8 000; 3k i 1~6. iR I JiE 43 51 46,48,50,
52,54 fl1 56 °C.
4 UBCS27 5| AERNEBEETIBER
K3 SABEMISSR 5| MM BER

g TR/ BN/ K ZBMEIE/Y
ISSR14 9 8 88.8
UBC815 6 6 100. 0
UBC825 5 4 80.0
UBC827 6 5 83.3
UBC835 7 6 85.7
UBC855 8 8 100.0
UBC856 8 6 75.0
UBC868 12 9 75.0
BB 61 52 -
-3 7.6 6.5 86.0
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M. Marker 8 000; 3k 1~18. 1~18 S itk 22 £ 1,
B 5 354 UBCS68 B4R

2 415161738 90T 3T

1000 bp— e TIT1111:!1M!
500 bp 1t tHEt HT Ll
250 bp " AL T
100 bp

M. Marker 8 000; Jkifi 1~18. 1~18 2 Wit > Bf 5

BB AE 0. 625 0~0. 938 3 2 [A] , b ~=
ol 0] f) SF- 2 388 1 AH BL R B0CR 0. 784 2, L v ] i
MERES 2 SO 3 S Z A A LR SR KL R
0.938 3,77 13 Fl 14 5 WA 2= 4 5 2 [8] (9 AH AL 3R
/N 0,625 0, K WIFE 18 /> i i Fofr ]
PNUERSEEE RIS S S & SRR (of ]
KA R 5 R R BT

R UPGMA J2E 77 it 47 R 5 b7 . 153 2
18 Fofr byt 2= Fp 5 4 ISSR HE2K & (& 7). WA 7
AT, LA 0. 736 Sy (R, W10 22 B S B RS O =K
KB, B— KRBT 16 DR 25815,
155,18 5,16 5.13 5.2 5.3 5.4 5 17 5

65.75.85.10 5,11 5.5 5. 12 S&:M. 6

RV =
. Hp

6 Bl ISSRI4 14 R TOREBELE 9 SRR SRR 14 5
2.4 BEHW FEGh L RIS H AR &4 B 5 HE W 5
M 4 AT LR H L 18 i iy = R i A1 8L 2R MG B 22 S8k,
F 418 P AR EEAURE

HiH 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18
1 1.0000

2 0.8333 1.0000

3 0,8235 0.9383 1.0000

4 0.8372 0.9268 0,9157 1.0000

5 0,7711 0.8354 10,8750 0.8395 1.0000

6 0,7865 0.8471 10,8605 0.8966 10,8333 1.0000

7 0.8506 0,8675 10,9048 0,8471 10,8293 0.8636 1.0000

8 0.8276 0.8675 10,8810 0.8706 0.8780 0.8864 0.9302 1.0000

9 0,7901 0.7273 0.7179 0.7595 0.7105 0.7561 0.7250 0.7250 1.0000

10 0.8372 0.8780 0.8675 0.8333 0.7654 0.7816 10,8471 0.8471 0.7342 1.0000

11 0.8172 0.8764 0.8889 0.8571 0.7955 0.8298 0.8696 0.8696 0.6977 0.8791 1.0000

12 0.7750 0.8158 0.8571 0.7949 0,8000 0,7407 0,8101 0,7848 10,6849 0.8205 0.8235 1.0000

13 0.8148 0.7273 0.7179 0.7595 0.6579 0.7317 0,7250 0.7000 10,7297 0.7342 0.6977 0.6849 1.0000

14 0.7042 0.7164 0.7353 0.7246 0.6970 0.6389 0.6857 0.6857 0.6875 0.6667 0,6579 0.7937 10,6250 1.0000

15 0.8916 0.7595 0.7500 0.7654 0.7179 0.7143 0.7805 0.7805 0.7368 0.7654 0,7727 0.7467 10,8158 0.7273 1.0000

16 0.8372 0.7073 0.7229 0.7381 0.6667 0.7586 0.7529 0.7294 0.7089 0.7857 0.7912 0.6923 10,7089 0.6667 0.8148 1.0000

17 0.7711 0.9114 0.8750 0.8889 10,7949 0.8333 0.8293 0.8537 0.7105 0.8395 0.8409 0.7467 10,6842 0.6970 0.6923 0.7654 1.0000

18 0.8506 0.7711 0.7857 0.8235 0.7073 0.7500 0,7907 0.7907 0.7750 0.8000 0.,8043 0.7342 10,7500 0.7143 0.8049 0.8000 0.7805 1.0000
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Identify of Genetic Diversity in Phalaenopsis by ISSR Markers

SU Yu-jing, YAO Wen-min, CHEN Zhao-gui
(Department of Life Science, Huizhou University, Huizhou 516007 ,China)

Abstract : In order to make effective use of Phalaenopsis germplasm resources and promote the breeding of new

varieties of Phalaenopsis,this study investigated the genetic diversity of 18 varieties of Phalaenopsis by using

ISSR molecular marker technology,extracting DNA, optimizing ISSR-PCR amplification system and clustering
analysis. These results showed that 61 bands were amplified from 8 ISSR primers by ISSR-PCR,and 52 bands

were polymorphic, with an average polymorphism ratio of 86. 0%. The samples of Phalaenopsis were divided

into three groups at the level of genetic similarity coefficient 0. 736, and the first group could be divided into

two groups at 0. 760. The similarity coefficient between the 18 species of Phalaenopsis was 0. 625 0-0. 938 3,

and the average genetic similarity coefficient was 0. 784 2,indicating that the genetic diversity among the spe-

cies was moderate,and there was little difference among the varieties.

Keywords: Phalaeno psis;molecular markers; ISSR; genetic diversity
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