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Effects of Antibiotics on Olfactory Genes of Leptinotarsa
decemlineata(Say)

YU Xin'?, WANG Yu-han’, XUE Teng', LI Hong-wei' , ZHENG Chao’, SHI Wang-peng’,
YU Yan-xue'

(1. Institute of Plant Quarantine, Chinese Academy of Inspection and Quarantine, Beijing 100176, China;
2. Institute of Plant Protection,China Agricultural University, Beijing 100193, China; 3. Chongqing BioWavelet
Technology Limited,Chongqing 400021, China; 4. Dalian Customs of the People’s Republic of China, Dalian
116000,China; 5. Harbin Customs Technology Center, Harbin 150000, China)

Abstract: In order to promote the study on olfactory behavior and biological control of potato beetles,after the
potato beetle being fed with antibiotics, we used transcriptome sequencing to explore the differences of olfactory
genes in the heads of healthy potato beetles and those fed antibiotics. The results showed that through Illumina
Hiseq sequencing and screening of differential genes,we found that the related genes in the metabolic pathway
were significantly up-regulated (g-value<C0. 05) after feeding antibiotics. Besides, there were 4 types of odorant
binding proteins (OBP) with significant differences were also screened, which were LdecOBP6, LdecOBP11,
LdecOBP26 and LdecOBP28. Real time PCR and digital PCR were used to verify the changes of olfactory gene
expression in healthy and treated groups. There were significant changes in the expression levels of the four
genes, LdecOBP 6,LdecOBP 11,LdecOBP 26 and LdecOBP 28 after feeding antibiotics.

Keywords: Leptinotarsa decemlineata (say); olfactory genes; intestinal microorganisms; antibiotics
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Growth and Resource Allocation Strategies of Functional
Leaves of Invasive Plant Cenchrus incertus

HUO Yan-li' , TIAN Xun®,LU Xuan®’,ZHOU Li-ye'
(1. College of Agriculture, Inner Mongolia University for Nationalities, Tongliao 028000, Chinaj; 2. College of
Life Science and Food,Inner Mongolia University for Nationalities, Tongliao 028000, China)

Abstract : In order to prevent and control the spread of Cenchrus incertus M. A. Curtis in Horqin sandy land, the
leaf functional and biological characteristics of Cenchrus incertus. at different growth stages in Horqin sandy
land were determined by random sampling method, and the correlation analysis of each character was carried
out. The results showed that the specific leal area of Cenchrus incertus. reached the maximum at seedling
stage, which was 333. 43 cm® +g'; the leaf area reached the maximum at flowering and fruiting stage, which
was 8. 03 cm® per piece; the leal dry weight reached the maximum at tillering stage, which was 0. 028 g per
plant; the whole plant biomass reached the maximum at flowering stage, which was 7. 34 g per plant; the con-
tribution rate of leaves to the whole plant at tillering stage was the largest, which reached 40. 12%. In the ma-
ture stage of Cenchrus incertus. .the percentage of panicle biomass was significantly higher than that of leaf bi-
omass; leaf area was the most important promoting factor to control the growth of whole plant biomass; leaf
dry weight was the most important inhibiting factor to control the growth of panicle biomass.

Keywords : Cenchrus incertus M. A. Curtis; growth period;leal blade functional traits; whole plant biomass;correlation



