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Table 1 The primer sequence of PDK4 and GAPDH
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Gene Accession No. Primer sequence Length/bp

PDK4 NM_001159306. 1 F:5-GAGCTGTTCTCCCGCTACAG-3' 120
R:5-AGTTCTCTCACAGGCATTTTCTG-3'

GAPDH XM_003126534. 1 F.:5-GGTGAAGGTCGGAGTGAACG -3’ 245
R:5-CTCGCTCCTGGAAGATGGTG-3'
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Fig. 1 Formaldehy-dedenaturing gel electrophoresis
of total RNA
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* indicate significant difference( P<C0. 05).
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Fig. 2 PDK4 expression changes under cold environment
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Expression of PDK4 in Min Pigs Under Cold Environment
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Abstract: To study the molecular mechanism of cold resistance of Min pig under cold environment, the real-time

PCR was applied to analyze of PDK4 in Min longissimus dorsi muscles (LM) under cold environment. Under

cold conditions 36 h and 21 d PDK4 expression were increased significantly than that of normal group.
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