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Fig. 1 Phosphorylation of tobacco pyruvate decarboxylase
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Fig. 2 Conserved motif of tobacco pyruvate decarboxylase
R 2 MRE R ER AR A5 B A 0 40 Bl RE oL 3 St

Table 2 Subcellular localization of tobacco

pyruvate decarboxylase

W4 45+ Subcellular structure

I\ife 0 A% A0 L P R ) A A SR TR
Nucl Cyto E.R Mito Chlo Vacu
NtPDC_1 2 6 4 - - 1
NtPDC_2 2 6 4 - - 1
NtPDC_3 - 7 5 1 - -
NtPDC_4 1.5 3.5 1 4 2
NtPDC_5 - 3.5 4 3 1 -
NtPDC_6 1.5 3.5 4 1 3 -
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Bioinformatics Analysis of Tobacco Pyruvate Decarboxylase
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of Dali Prefecture Tobacco Company, Heqing 672100, China; 3. Jianchuan Branch of Dali Prefecture Tobacco
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Abstract:In order to further understand the characteristics and functions of tobacco pyruvate decarboxylase,
NetPhos 3.1 Server, Meme and Wolf PSORT tools were used to obtain and analyze the phosphorylation sites,
conserved motifs and subcellular localization of tobacco pyruvate decarboxylase. The results showed that the
number of phosphorylation sites of serine and threonine was ntpdc_1.the number of tyrosine phosphorylation
sites was ntpdc_3,7 groups of conserved motifs were detected in pyruvate decarboxylase, motif 1~6 were con-
served,and motif 7 was absent in ntpdc_6. Except motif 5,other conserved motifs were all important compo-
nents of sequence functional domain Ntpdc,ntpdc and ntpdc were located in the cytoplasm,ntpdc,ntpdc and nt-
pdc were located in the mitochondria,ntpdc,ntpdc and ntpdc were located in the endoplasmic reticulum.
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