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Bioinformatics Analysis of Tobacco Ubiquitin
Activating Enzyme E1

TIAN Xi' ,XUE Bo' ,XU Cheng-long’ , YANG Yan-ming’ , WANG De-xun' ,HU Yan-xia' ,SU Jia-en'
(1. Yangbi County Branch of Dali Prefecture Tobacco Company, Yangbi 672500, China; 2. Xiangyun County
Branch of Dali Prefecture Tobacco Company, Xiangyun 672100.China; 3. Eryuan Branch of Dali State Tobacco
Company, Eryuan 671200,China; 4. Dali Branch of Yunnan Tobacco Company,Dali 671000, China)

Abstract: In order to study the tobacco ubiquitin-activating enzyme E1 from the perspective of biological infor-
mation, the secondary structure, spatial structure and conserved motif of the tobacco ubiquitin-activating en-
zyme E1 sequence were analyzed using the Somma, Swiss model and Meme tools. The results showed that a-
mong the members of the tobacco ubiquitin-activating enzyme E1,the a-helix content of NtUAE2 was the lar-
gest and the spatial structure was stable. The main structure of the tobacco ubiquitin-activating enzyme E1 spa-
tial structure had three branches.and the functional domains were located between them. NtUAE1 and NtU-
AE2 spatial structure template was 6dc6. 2. A; NtUAE3 template was 3cmm. 2. A; in the conserved motif of
tobacco ubiquitin activating enzyme E1,Motif 3 and Motif 4 are catalytic cytokines of ubiquitin activating en-
zyme Amino acid domain.
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Fig. 1 Genealogy of Suijing rice varieties i
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Genealogy and Derivatives of Sui-jing Series Rice Varieties

LIU Li-chao, XIE Shu-peng. MEN Long-nan,FU Qiang
(Suihua Branch, Heilongjiang Academy of Agricultural Sciences, Suihua 152052, China)

Abstract; From 1992 to 2018, Suihua Branch of Heilongjiang Academy of Agricultural Sciences introduced and

bred 29 rice varieties of Suijing series. In order to better sort out important rice germplasm resources. this paper

used genealogical map method, and summarized the genealogical sources and a series of rice varieties derived

from the Suijing rice series.
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