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Fig. 3 Secondary structure of tobacco PPO sequence
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Analysis of Amino Acid Sequence of Tobacco PPO

WANG Yu-zhen' ,CAI Jin-yu” ,LI Zhen® , WU Jie' , YANG Zhi-xiao’ ,SU Jia-en’
(1. Yunlong County Branch Company, Dali Prefecture Tobacco Company, Yunlong 672700, China; 2. Dali

Branch of Dali Prefecture Tobacco Company,Dali 671000, China; 3. Yangbi County Branch Company, Dali Pre-

fecture Tobacco Company, Yangbi 672500, China; 4. Eryuan Branch of Dali Prefecture Tobacco Company.,
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Abstract: In order to study the physicochemical properties of tobacco PPO, the physiological characteristics,do-
main and secondary structure of tobacco PPO members were analyzed by PROTPARAM,SMART and NPSA-
PRABI tools. The results showed that tobacco PPO was acidic amino acid, NtPPO1,NtPPO2 and NtPPO3 be-

longed to unstable protein, among which NtPPO1 had relatively strong heat resistance, and the three amino

acids with higher common content were leucine and valine; NtPPO1 both NtPPO2 and NtPPO3 contain Tyrosi-
nase, PPO1_DWL and PPO1_KFDV domains.and NtPPO1 and NtPPO2 contain signal peptides; the secondary

structure of tobacco PPO members was mainly irregular coiling, followed by a-helix, and the secondary struc-

ture was more dispersed.

Keywords: tobacco; PPO amino acid; sequence
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