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Bioinformatics Analysis of PAL Gene Family in Sea Buckthorn

WU Ya-nan, LI He,SU Qian, WANG Zhen-ming, LIU Jing,SHI Yi-ping

(College of Environment and Resources,Dalian Minzu University, Dalian 116600, China)

Abstract: Phenylalanine ammonia lyase(PAL)is the key enzyme of flavonoid synthesis metabolism. It plays an
important role in accumulation of flavonoids in plants. We studied the nucleotide sequences and structural char-
acteristics of encoded proteins of PAL family genes. According to our previous RNA Sequencing data of sea
buckthorn and subsequent analysis of functional annotation,a total of three genes were characterized to encode
for the PAL family,named as HrPATI] , HrPAT2 and HrPAT3 ,respectively. The results of bioinformatics a-
nalysis showed that all the identified HrPAL genes contain complete open-reading frame and encode hydrophil-
ic proteins with secondary structure mainly including a-helix and irregular crimp. HrPALI is a secretory pro-
tein with one signal peptide. Among three HrPAL proteins, there is different degrees of similarity in tertiary
structure.
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