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Research Progress of EST-SSR in Plants

CHEN Si' ., WU Guang-wen' , WU Jian-zhong' , HUANG Wen-gong' .LIU Yan',YANG Xue’
(1. Industrial Crops Institute of Heilongjiang Academy of Agricultural Sciences, Harbin 150086 ,China;2. Sino-

Russian Agricultural Scientific and Technological Cooperation Center, Heilongjiang Academy of Agricultural

Sciences, Harbin 150086 ,China)

Abstract; EST-based SSR markers which developed from the coding region have informative, well transferabili-

ty.easy developed and other advantages,it is one of main functional molecular markers. EST-SSR markers have

more advantages than the genomic-derived SSRs because they are part of expressed genes. Thus, EST-SSRs

might be involved in gene functioning directly or indirectly.and the ability of SSR markers will be greatly en-

hanced. In this article, the characteristics and development of EST-SSR molecular markers were introduced, the

advance of genetic diversity, genetic linkage map, functional genomics were summarized. The article lays the

foundation for further molecular study of various plants.

Keywords: EST-SSR; plants ; molecular markers
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