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12.7% and 10. 1% ,significantly lower than that of the control. The soluble sugar content of R1,R2 and R4 in-
creased by 14. 8% ,38.6% and 8.52% when the salt concentration increased to 0. 6 %. The soluble sugar con-
tent of R3 decreased by 18. 1% compared with the control. There were significant differences between R1 and
R3 (P<C0.01),R2 and R4 (P<C0. 05). The content of vitamin C decreased with the increase of stress in the
four cultivars. The salt concentration of 0. 6% decreased to 6. 93,6.99,6. 94 and 6. 28 mg 100 g, respectively,
which was significantly different from the control (P<C0. 01). The total acid content of R1,R2 and R3 in-
creased by 1. 74% ,6.19% and 14. 3% when the salt concentration was 0. 6% , while the total acid content of
R4 decreased by 5. 3% compared with the control. By comprehensive analysis of physiological indexes,four va-
rieties of Lonicera edulis could tolerate salt stress to a certain extent,but the fruit quality would be affected if
they exceeded the tolerance range.

Keywords: Lonicera edulis ; salt stress; nutrient content; fruit; pigment
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Table 1 Nitrogen fertilization level design of wheat under drip irrigation with prior stubble
R Z i/ (kgehm2) The amount of urea
b8 I ESIEY M BRI RN EZRE R EIFAN RN R AW
N % e From seedling From tillering From jointing From booting From flowering
Treatment
N content Total stage to stage to stage to stage to stage to
tillering stage jointing stage booting stage flowering stage milk-ripe stage
Wwo 0 0 0 0 0 0
W1 300 652. 50 97. 88 130. 50 130. 50 130. 50 32.63
w2 450 978. 00 146. 70 195. 60 195. 60 195. 60 48. 90
1.3.3 MM AB A%k HIHEMEY Z RN onomic Unit, A #4E 73 K H50) KBRJG . 7E 97%
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Table 2 OTU classification and classification status appraisal results

F2 OTUXISMOyEMTEELER

H
Order

B

Family

&

Genus

PG 17 ]
Treatments Phylum Class

Wo 1955.004+153.13 a 1910. 25+150.81 a

W1 1767.504348. 46 a 1731.254+334.51 a

w2 1915.504+271.39 a 1881.00+258.93 a

1574.504150. 80 a
1468.004-286.84 a

1631.004=228. 30 a

1381.004143.65 a
1294.00+263.73 a

1438.752206.00 a

763.50£96.74 a
807.25+151.73 a

886.75+£103.10 a

RENG FEEFRRAE 0.05 K FERBE. TH.

Different lowercase letters indicate significant difference at 0. 05 level. The same below.
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Fig. 1 The Venn diagram of OTU
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Fig. 2 The dilution curve of OTU
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Table 3 Effects of different nitrogen fertilization treatments on Alpha diversity index of soil flora

b B ZFEVEFR L Diversity index

Treatments Simpson Chaol ACE Shannon
Wo 1.00+£0.00 a 2124.13+423.04 a 2159.92+395.50 a 9.50+0.12 a
W1 0.9740.05 a 1828.244399.98 a 1888.06+447.79 a 8.64+1.30 a
w2 0.99740.00 a 2128.20+484.20 a 2214.68+570.63 a 9.07+0.32 a
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Fig. 3 The number of microbial groups at each

classification level
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Table 4 Statistics of microbial groups at each classification level

H
Order

i

Family

)&

Genus

110.2548. 26 a
98.00412.52 a

98.75%+9.00 a

195.2549.64 a
177.75420. 50 a

183.50£15.20 a

292.75+22.31 a
284.50x33.27 a

292.25426.04 a

4k 3 ] )
Treatment Phylum Class
wo 24.25+1.71 a 78.0042.94 a
w1 20.7543.30 a 67.50+7.94 b
W2 21.5042.89 a 67.0046.58 b
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Fig. 4 Effects of nitrogen fertilization on soil urease

activity of wheat in the former stubble
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Effects of Nitrogen Application Rates of Previous Crop on Soil
Microbial Diversity and Urease Activity in Spring
Wheat-Silage Maize Mode

ZHAO Meng-yang' , YIN Fa-ting' , WANG Jiang-li'*
(1. College of Agronomy,Shihezi University, Shihezi 832003, China;2. Key Laboratory of Oasis Ecology Agri-
culture of Xinjiang Production and Construction Corps,Shihezi 832003, China)

Abstract; In order to explore the mechanism of yield-increasing effect of the optimal allocation of nitrogen in the
drip irrigation wheat-silage corn planting mode, we assessed the effects of different nitrogen application rates on
soil microbial diversity and urease activity in the planting mode by setting three nitrogen levels, i. e.
WO0(0 kgehm™),W1(300 kgehm?),W2(450 kg*hm™) ,in the previous crop. The results showed that microbial
diversity in the nitrogen treatments was higher than that in treatment without nitrogen of the preceding crop of
wheat-silage corn mode. At the Phylum,Order, Family and Genus levels, the differences in the number of OTUs
among microbial groups were not significant(P>>0. 05) , the specific performance for W0>W2>W1. Similar
trends were observed in Simpson and Shannon indices. Chaol and ACE indices were shown as W2>W0>W1,
Although the the
fertilization(i. e. , W2>W1), no significant difference(P>>0. 05) was found. In wheat-silage corn preceding

microbial diversity of fertilization treatment increase with increase of nitrogen
treatments, the urease activity increased with the application of nitrogen fertilizer. Urease activity in nitrogen
fertilizer application treatments was consistent with microbial diversity.

Keywords: spring wheat-silage maize; nitrogen application rates; soil microorganisms; urease
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