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Items 1 2 3 4 6 1 2 3 4 5 6
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Fig. 1 DNA detection of Xanthoceras sorbifolia
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94°C 7M1 min 53°CiH & 1 min,72°C ZEf# 90 s.
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A 1.50 Us D: RAPD 5|4 A242 Xt 48 A~ 35 S A~ 1A 3 [ 41
DNA 34 () B g Wi 5 i L vk 181 s M DL 2 000 DNA marker
A:Mg?" concentrations in the 1~6 lanes are 1.5,2,3.,4.5 and
6 mmol+ L, respectively; B:1~6 () INTP™ concentrations in
the 1~6 lanes are 80,100,120,160,200 and 240 pmol-L", re-
spectively; C:Taq enzyme concentrations in the 1~5 lanes are
0,0.75.,1.00,1. 25 and 1. 50 U, respectively; D: Gel of 48 indi-
viduals of Xanthoceras sorbi folia tested by RAPD analysis using
the primer A242; M. DL 2 000 DNA marker
K2 R RAPD-PCR 455
Fig. 2 RAPD-PCR results of Xanthoceras sorbifolia
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5U;D:ISSR 5|4 UBC873 Xf 48 4~ 3¢ 56 J A4~ & 3 M 41 DNA
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A: Mg?" concentrations in the 1~6 lanes are 1,1.5.,2.2.5.3
and 3.5 mmoles L', respectively; B: 1~6 ) INTP' concentra-
tions in the 1 ~ 6 lanes are 100, 150, 200, 250, 300 and
350 pmol+L 1, respectively; C: Tag enzyme concentrations in
the 1~5 lanes are 0. 5.1.0,1. 5.2 and 2. 5 U, respectively;D:
Gel of 48 individuals of Xanthoceras sorbi folia tested by ISSR
analysis using the primer UBC837;M:DL 2 000 DNA marker

E 3 3R ISSR-PCR %5
Fig. 3 ISSR-PCR results of Xanthoceras sorbi folia
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DNA Extraction of Xanthoceras sorbifolia Bunge and
Optimization of RAPD and ISSR Reaction Systems

GUO Jing-liang, RUAN Cheng-jiang
(Institute of Plant Resources of Dalian Nationalities University,Dalian, LLiaoning 116600)

Abstract : In order to study the genetic diversity of Xanthoceras Sorbi folia germplasms, taking 48 individuals as
materials growing in natural cultivated population in the Qitai county of Xinjiang germpalsm nursery. Leaves
DNA of each sample were extracted using the modified CTAB method.RAPD and ISSR reaction systems were
optimized. The results showed that the optimal RAPD reaction system was in the total volume of 20 uL for
PCR amplification, containing 30 ng template DNA,2 L 10 X PCR buffer,2. 0 mmol+L"' Mg*" ,0. 1 mmol-L"
dNTPs,1U Tag enzyme. The optimal ISSR analysis reaction system was in the total volume of 20 pL. for PCR
amplification, containing 30 ng template DNA,2 pL 10 X PCR buffer, 2. 5 mmol+L" Mg*",0. 2 mmol-L"
dNTPs,1U Taq enzyme. In these optimum reaction systems, RAPD and ISSR analysis had stability and repeat-
ability very well.

Keywords: Xanthoceras sorbi folia ; DNA; RAPD; ISSR
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