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Evaluation on Induction Rate of Maize Haploid Derived
Lines for Different Groups F,

LIN Hong,SUN De-quan, LI Sui-yan,MA Yan-hua,PAN Li-yan
(Pratacultural Science Institute of Heilongjiang Academy of Agricultural Sciences, Harbin,
Heilongjiang 150086)

Abstract: In order to use maize haploid breeding technology for large-scale application ,induction effect of hap-
loid derived lines of Gaoyoul and EMK-1 on generation F, of different groups were studied. The results showed
that there were significant differences between induction rate and different female genotypes, the difference be-
tween different male parents was closed to significant level. EMK-1, which could use mainly,had higher induc-
tion rate and better plant traits than Gaoyou 1. Difference between natural doubling rate and female genotypes
was closed to significant level but no difference with male derived line genotypes.
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Table 1 Distribution of grain shape traits in parents and RILs
B MR S5/ Parent 2 [ 22 FR AR RILs

Grain shape Tefe 5 5 ZJum 2 (8 o 22 72 i i JE£ 3} 3
traits Longdao 5 Erjiunan Difference Mean=+SD Range Skewness Kurtosis

B Grain length 7.30 8.53 1.23 7.684+0.36  6.33~11.15 0.39 4.91
BLFE Grain width 3.31 2.78 0.53 3.054+0.11  2.31~4.01 0.15 —0.37

$iJE Grain thickness 2. 80 1.70 1.10 1.98+£0.02  1.58~2.45 0.55 0.17

x2 HEHERKBEXIERY

Table 2 Correlation coefficients of panicle traits

PR Traits ¥i K Grain length #i 5% Grain width ¥iJ5 Grain thickness
i Grain length 1. 00
ki 9 Grain width —0.313"* 1. 00
¥iJ& Grain thickness —0.231** 0.746" * 1. 00
e RREFBF(P<0.05), + » FREFWEHE(P<0.0D),
Note: * means significant difference at 0. 05 level, ¥ * means significant difference at 0. 01 level.

16



6 AT A KA R QTL 247

LXEE S

S —0. 313 F1—0. 2315 T hr B 5 b7 JE 19 4H 5
IR B TR IR A KO, HAH O RECH 0. 746,
FH I T 20 R R ok i R TR %) A DG A /0N S T R
m'ﬁ*ﬂ‘ﬁ%ﬁ%ﬁi@k,%%ﬁkﬂ@ﬁ%ﬂﬁﬁf
fiE 5 i TE AR E AR [H

2. 2 IKTEEIMERMR QTL 447

FIH QTL ICIMapping v3. 0 {4 i 17 kL IE
QTL 43 #r . 2R H 78 & X AR B (ICIMD J7 i, ek
ME) 7 AR HOR A QTL 47 55 (W% 3 A&l
D, H LOD {H 135 F A 2. 809 9~6.107 9,

A QTL BTk E K 6. 606% ~ 15. 299%,
PERURIE IR 7 A QTLs thA 6 A 1%k 25 o7 5

kB TRAES 5,
JUF

AL A I B 5 DR B QTL, 3R WAL
K2V 2R R =6l .

RLTE AR 3 ARG B QTLs, 4 54
855 f 12 S ik b, A QTL 53 ik R A
6.606%~13.812%,3 I~ QTLs g Bk 2r B
1y 28.44%

hr LRI B 4 SRR A QTLs, 433
T 2.3.11 f1 12 Sy fafk b, a4 QTL sifk R
TE 7.3249%~15.299% ,4 4 QTLs Hfi ke Rl Ax
S 17.53%

LA RS BRI R AT

F* 3 KEFEIHMERK QTL EfL
Table 3 QTL locations for rice panicle traits
(ERIN L A Pt ik X 1] LOD f& TR/ % IR
Characters QTL Chromesome Marker interval LOD value Contribution rate Additive effect
ki P& Grain width qGW5a 5 RM548-RM405 4.9393 13.812 —0.151
K79 Grain width qGW5b 5 PSM384-RM31 2.8243 6. 606 —0.083
K7 %6 Grain width qGW12a 12 PSM189-PSM190 3. 4486 8.565 —0.101
ki J8 Grain thickness qGT2a 2 RM29-RM424 6.1079 15. 299 —0.067
¥ J& Grain thickness qGT3a 3 PSM428-RM232 2.8099 7.324 —0.043
KiJ& Grain thickness qGT11a 11 RM4-RM167 4.7583 10. 895 0. 0494
#i)J8 Grain thickness qGT12a 12 PSM190-RM235 3. 8505 10. 711 —0.049
chr2 chr3 chr5 chrl1 chrl2
89—~ RM211 6.0-f~RM22 225 A RMS48 =3 0.0 1~RM286 13.3fT~RM19 )
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SLI-TINRM424 =3 6o || £aien
58.4—TT~PSM372 = . - 50.0 —T7~RM202 62.07TT RM277
. 70.0 T RM519
71.3— 1 RM341 . 86.0 ~ 1 -PSM383 63.0—— RM229
805~ RM475 ;(3]'8“— i, zl\\g;g 89.6 ~TT~PSM384 =
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L[> R) > RMTs S 7904 RM21I A
| Zz ; i:xif)ﬁ § 89.0 PSM366 251 T[T Psmi%0 - §
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1 104.9 —-PSM418
118.1 RM525 115.0~] | -RM224
116.0 " °~RM144
135.5~1-RM240 130.7 1 PSM130
138.0-=~RM250 135.1 —T=PSM131
158.2~L- RM514 _—— HBE Grain width

C—— K/ Grain thickness

P R AR QTL 76 3% 113 oh i o 7

Fig. 1 Location of QTLs detected for panicle traits in genetic map
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QTL Analysis on Grain Shape of Rice

ZHANG Zhi-jie
(Agricultural Technology Extension Center of Jidong County,Jidong, Heilongjiang 158200)

Abstract: In order to promote molecular genetic improvement of rice grain shape traits to assist breeding re-

search,recombinant inbred lines(RILs)derived from a cross between Longdao 5 of Japonica and Erjiunan of in-

dica were used to map QTL controlling grain shape traits. Based on the Inclusive Composite Interval Mapping

(ICIM) ,a total of 7 QTLs were detected including 3 QTLs control for grain width and 4 QTLs control for

grain thickness, which were distributed on chromosomes 2, 3,5, 11 and 12. 4 major QTLs included 1 QTL
qGW5a for grain width and 3 QTLs ¢qGT2a,qGT11a and qGT12a for grain thickness. But it detected no one to

control grain length, Further analysis showed that 3 QTL for grain width could explain 28. 44 % of phenotypic

variance respectively and the contribution of single QTL was between 6. 61% ~13. 81%. 4 QTLs for grain

thickness could explain 17. 53% of phenotypic variance respectively and the contribution of single QTL was be-

tween 7. 32% ~15.30%.

Key words: rice; recombinant inbred lines;grain shape traits;quantitative trait location
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