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Review and Current Perspective on Using Bacteroides

as A Fecal Source Indicator in Polluted Waterbodies

MA Xiao-xue ' , YANG Yang',Randy A. Dehlgren '* ,SHANG Xu' ,ZHANG Ming-hua '**
(1. Water Science and Environmental Ecology Institute of Wenzhou Medical College,

Wenzhou, Zhejiang 325035; 2. Davies Soil, Air and Water Department of University of Cali-

fornia,Davis,California 95616, USA)

Abstract . It is well documented that fecal contamination in waterbodies is a major threat to water environmental

safety. There are many limitations and difficulties to use traditional fecal indicator organisms for monitoring fe-

cal contamination to accurately track the source of the fecal contamination in water. Bacteroides is an increas-

ingly used method to determine the fecal contamination in waterbodies, for the advantage of their numerical su-

periority in human and animal intestinal microbes and the superior role of fecal source indicator. This paper in-

troduced the facilities of Bacteroides used as indicator organism in the fecal pollution tracing, the methods of

Bacteroides detection and its application in tracing fecal contamination were all present.

Key words: pathogens;indicator bacteria; Bacteroides
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