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Abstract: RAPD methods were used to detect the genetic diversity of 60 flax germplasm. The result showed that
a total of 11 RAPD primers were identified with polymorphism among the entries. For RAPD marker,71 poly-
morphic bands were generated, PPB was 88. 8%. The cluster analysis by UPGMA showed that seven groups

could be clustered when GD was given as 0. 41.
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